Supplemental Figure 2. CLUSTALW alignment of 293 copies of a Palindromic TIR (Pp2) sequence from Phakopsora pachyrhizi, causative agent of soybean rust.
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>Consensus  GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451442024   GTATATATAT ACTAGAACTA GAATAGTGAT GAATTAAAGA GAAA--CCCA CCACCCC-AC CTGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451442693   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451443121   GTATATATAT ACCAGAACTA GAATAGTGAT TGATAAAAGA AAAA--CCCA CCAACCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G TGTT-----A CAAAAAA--- GTATATATAT AC

451444297   GTATATATAT ACCAGAGCTG GAATAGTGAT GGATAAAAGA AAA---CCCA CCATCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-A---- AAAAAAA--- GTATATATAT AC

451445216   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGACAA A-GTGAAA-G AGTT-----A CAACAAA--- GTATATATAT AC

451449032   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCAACCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451450941   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA GCAACCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGACACG AGTT-----A AACAAAA--- GTATATATAT AC

451451462   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451452311   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CTGCCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAAAAAA GTATATATAT AC

451452343   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA AAGTGAAA-G AGA------A AAAAAA---- GTATATATAT AC

451452713   GTATATATAT ACCAGAACTA AAATAGTGAT GGATAAAAGA AAAA--CCCA TAACCCA-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTA----A AAAAA----- GTATATATAT AC

451454915   GTATATATAT ACCAACACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGCACA A-ATGAAA-G AGTC------ AAAAAA---- GTATATATAT AC

451455016   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451457203   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451457603   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGG A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT----TAA AAAAAA---- GTATATATAT AC

451458497   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451950205   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAAAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

451950554   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA------A AAAAGAA--- GTATATATAT AC

451951351   GTATATATAT ACCAGAACTG GAATAGTGAT GGATAAAAGA AATA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAAA--- GTATATATAT AC

451958190   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT TTTAAGAAAA A-TTGAAA-G AGTT-----A -GAAAAA--- GTATATATAT AC

452024042   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452025329   GTATATATAT ACCAGAGCTG GAATAGTGAT GGATAACCGA AAAA--CCCA CCAGCCC-AC -TACTAA-GT GGCAAGAAAC A-GTGAAC-G AGTT-ACAAA AAAAAAA--- GTATATATAT AC

452038129   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGT TAT--ACCCA CCACCCC-AC -TGCTAA-GT GGAAAGAAAA A-GTGAAA-T AGTT----TA AAAAA----- GTATATATAT AC

452107219   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

452109047   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-AT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452110086   GTATATATAT ACCAGAACTA GAATAGTGAT GGGT-AAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452112967   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGACA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452113960   GTATATATAT ACCAGAGCTA TAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A--------- ---------- GTGATAG--- GTATATATAT AC

452115644   GTATATATAT ACCAGAGCTG GAATAGTGAT GGATAAAAGA AAC---CCCA CCACTCC-AC -TGCTAA-GT GGCA-GAAAA A-TTGAAA-G AATTCAAAAA AAAAAAA--- GTATATATAT AC

452115710   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452116731   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAG-G AGTT---AAA AAAAA----- GTATATATAT AC

452117062   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAACAGA --AAA-CCCA CCACCCC-AC -TGCTTA-GT TGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAA------ GTATATATAT AC

452117649   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452119337   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT------A AAAAAAA--- GTATATATAT AC

452123307   GTATATATAT ACTAGGACTA GAATAGTGAT GGAT-AAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAAAA- GTATATATAT AC

452123634   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGT ATTA--CCCA CCACCCC-GC -TGCTAA-GT GGCAAGTATA A-TTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

452176948   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452177066   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA G-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452182839   GTATATATAT ACCAGAAGTA GAATAGTGAT GGATAAAAGA A-AAA-CACA CCAACCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTA---AAA A-AAAA---- GTATATATAT AC

452183810   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CTCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA A-AAA----- GTATATATAT AC

452185968   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-A AGTT---AAA AAAAA----- GTATATATAT AC

452195829   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA------A AAAAGA---- GTATATATAT AC

452196202   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCA-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

452198700   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A GAAAAAA--- GTATATATAT AC

452199282   GTATATATAT ACCTGAACTA GAATAGTGAT GGATAAAAGA GAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGCCA-G CGTT-----A AA-AAAA--- GTATATATAT AC

452200998   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452202633   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452203342   GTATATATAT ACCAGAACTA GAATAGCAAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452203400   GTATATATAT ACCAGAACTT GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452204330   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452205321   GTATATATAT ACCAGAGCTG TAATAGTGAT GG-TAAAAGA AAA---CTCA CCATCCC-AC -TGCTAA-GT GGCAAGAGAA A-GTGAAA-G AGTT-A---- AAAAAAA--- GTATATATAT AC

452212111   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCAACCC-AC -TGCTAA-GT GGCAAGAAAA A--------- ---------- ---------- GTATATATAT AC

452214152   GTATATATAT ACCAGAACTA TAATAGTGAT GGATAAAAGA A-AAA-CTCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-TTGAAA-G AGTT---AAA A-AAAA---- GTATATATAT AC

452214285   GTATATATAT ACTAGGACTA GAATAGTGAT GGAT-AAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAAAA- GTATATATAT AC
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452217490   GTATATATAT ACCAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG-------A AAAAAAA--- GTATATATAT AC

452219807   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAGA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452220829   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452220904   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452220972   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAATGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452227077   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGAT-----A AAAAAAA--- GTATATATAT AC

452227306   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGA---G ATTT-----A AAAAAAA--- GTATATATAT AC

452227817   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAAA-- GTATATATAT AC

452232754   GTATATATAT ACCTGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452236500   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

452237072   GTATATATAT ACCAGAACTA GAATAATGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAA------ GTATATATAT AC

452238241   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

452238808   GTATATATAT ACCAGAACTA GAGTAGTGAT GGATAAAAGA G-AAA-CCCA CCACCCT-TC -TGCTAA-GT TGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452239288   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTT----- AAAAAAA--- GTATATATAT AC

452239477   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

452239688   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAG-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAGA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452240490   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGATAA A-GTGAAA-A AGTT---AAA AAAAA----- GTATATATAT AC

452242022   GTATATATAT ACCAGAAATA GAATAGTGAC GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA A-AAAA---- GTATATATAT AC

452244407   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA------- AAAAAAA--- GTATATATAT AC

452244986   GTATATATAT ACCAGGACTA GAATAGTGAT GGATAAAAGA AAT--ACCCT ACACTCC-AC -TGATAA-GT GGCAAGAAAA A-GTAAAA-G AGTT----AA AAAAAG---- GTATATATAT AC

452322390   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452322656   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452322896   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452326215   GTATATATAT ACCAGAGCTG GAATAGTGAT GGATAAAAGA AAAA--CCCA CCAGCCC-AC -TACTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-AAAAA AAAAAAA--- GTATATATAT AC

452329980   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGT TAA--ACCCA CCACCCC-AC -TGCTAA-GT GGCAATAAAA A-GTAAAG-A GTTT----AA TATAA----- GTATATATAT AC

452330315   GTATATATAT ACCAGAACTA GAATAGTGAT TGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCTAGAAAA A-GTGAAA-G TGTT-----A AATAAAA--- GTATATATAT AC

452331526   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGT AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----G AGAGAAA--- GTATATATAT AC

452336197   GTATATATAT ACTAGAACTA GAATAGTGAT GAATTAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAAA-- GTATATATAT AC

452336317   GTATATATAT ACCAGAACTA GAATAGTGAT GGTTAAAAGA AAAA--CCCA CCACCAC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA-----AA AAAAAAA--- GTATATATAT AC

452399037   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452400620   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

452400722   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA-----AA AAAAAAA--- GTATATATAT AC

452401072   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCT CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452401653   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AC---TCA CCACCCC-AC -TGCTAA-GT GGCAAAAAAA A-GTGAAA-G AGTT---A-A AAAAA----- GTATATATAT AC

452401869   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452402711   GTATATATAT ACCAGATCTA GAATAGAGAT GGATAAAAGA AAAA--TCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAG A-GTGAAA-G AGTTG----A AAAAAAA--- GTATATATAT AC

452403925   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGG A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT----AAA AAAAAA---- GTATATATAT AC

452404639   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT------A AAAAAAA--- GTATATATAT AC

452405270   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAGGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452405785   GTATATATAT ACTAGAACTA GAATAGTGAT GGATAAAAGA ATAA--CCCA CCACCCC-AC -TGATAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452406630   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452407181   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452407298   GTATATATAT ACCCGAACTA GAACAGTGAT GGATGAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452409065   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452411387   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT TGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452411441   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452412229   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452415745   GTATATATAT ACTAGAACTA GAATAGTGAG GAATAAAAGA AAAA--CCCT CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452486587   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG-------A AAAAAAA--- GTATATATAT AC

452487144   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGCT-----A AAAAAAA--- GTATATATAT AC

452487176   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452489747   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452490888   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452492306   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452496097   GTATATATAT ACTAGAGCTA GAATAGTGAT GAATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT AGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAA----- GTATATATAT AC

452496781   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GT-AAA-G AGTTT----- AAAAAAA--- GTATATATAT AC

452497448   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452497894   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-A AGTT---AAA AAAAAA---- GTATATATAT AC

452500940   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATCAAAGA AAA---CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA AAAGCAAA-A AA-G-----T AAAAAAA--- GTATATATAT AC

452503848   GTATATATAT ACCAGAAGTA GAATAGTGAT GGATAAAAGA A-AAA-CACA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA A-AAAA---- GTATATATAT AC
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452503988   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-TT GTCAAGAAAA A-GTGATA-G AGTT-----A CAAAAAA--- GTATATATAT AC

452550849   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TTCTAA-GT GGCAAGAAAA A-GTGAAA-G AG-------A AAAAAAA--- GTATATATAT AC

452552329   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452553223   GTATATATAT ACTAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-AT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

452561872   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCANCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT-----AA AAAAAAA--- GTATATATAT AC

452702746   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAA--ACCCT CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

452704540   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCT-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452706509   GTATATATAT ACCAGAACTA GAATAGTGAT TGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452708219   GTATATATAT ACCAGAACTA GAATAGTGAC GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA ACAAAA---- GTATATATAT AC

452708268   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAGA A-GTGAAA-G AGTTTT---- AAAAAAC--- GTATATATAT AC

452712088   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452712590   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGACA-G AGTC-----A AAAAAAA--- GTATATATAT AC

452715556   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCAGCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452716235   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452717799   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAGA A-GTGAAA-G AGTTTT---- AAAAAAC--- GTATATATAT AC

452718174   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAGA A-GTGAAA-G AGTTTT---- AAAAAAC--- GTATATATAT AC

452861271   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452863810   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A -AAAAAA--- GTATATATAT AC

452863859   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A -AAAAAA--- GTATATATAT AC

452863918   GTATATATAT ACCAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A GAAAAAA--- GTATATATAT AC

452864235   GTATATATAT ACCAGAACTG GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452864828   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452866071   GTATATATAT ACCAGGACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAA----- GTATATATAT AC

452867261   GTATATATAT ACCAGAACTA GAATAGTGAT GGGT-AAAGA T-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452868336   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452871415   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452871479   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA C-AAA-CCCA CCACCCC-AA -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452872113   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCCCCCACAC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

452873801   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA G-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAA------ GTATATATAT AC

452874994   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCGCCCA-AC -TGCTAA-GT GGCAAGAAAA A-CTGAAA-G AGTT----GA AAAAAA---- GTATATATAT AC

452986016   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

452987401   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452988746   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452989098   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA------A AAAAAG---- -TATATATAT AC

452995186   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-TT GGCAAGAAAA A-GTGAAA-G AGTT-----A AATTAAA--- GTATATATAT AC

452995675   GTATATATAT ACCAGAACTA GAATTATGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

452995754   GTATATATAT ACTAGGACTA GGATAGTGAT GAATAAAAGG AAAA--CCCT CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

452996583   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAAACCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453025322   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453028032   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453030225   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA AAGTGAAA-G AGA------A AAAAAA---- GTATATATAT AC

453031916   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAG- A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT-----AA AAAAAA---- GTATATATAT AC

453031955   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAG---- -TATATATAT AC

453032029   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453032822   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG------AA AAAAAAA--- GTATATATAT AC

453033068   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGA---G ATTT-----A AAAAAAA--- GTATATATAT AC

453034022   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAG A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453038108   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCATCCC-AC -TGCTAA-GT GGCAAGAAAC C-GTGAAC-G AGTT-----A CCAACAA--- GTATATATAT AC

453038489   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCATCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A ACAAAAA--- GTATATATAT AC

453075152   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTA----A AAAAA----- GTATATATAT AC

453078632   GTATATATAT ACCAGAATTA GAATAGTGAT AGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCTAGAAAA A-GCAAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453079357   GTATATATAT ACCAAAACTA GAATAGTGAT AGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453082941   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG-------A AAAAAAA--- GTATATATAT AC

453084005   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453088507   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAAA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTAAAAAA AAAAA----- GTATATATAT AC

453089399   GTATATATAT ACTAGAGCTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453090923   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

453090969   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453188676   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC
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453189543   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453191740   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453193514   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453195536   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453197377   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AATT-----A AAAAAAA--- GTATATATAT AC

453198432   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453200678   GTATATATAT ACCAGAACTA AAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAAAAAA A-GTGAAA-G AGTTA----A AAAAA----- GTATATATAT AC

453201841   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453205142   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG------AA AAAAAAA--- GTATATATAT AC

453205376   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AA -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453205982   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAGAGA AAAA--CCCA CCACCCC-AC -TGTTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAA-AAA--- GTATATATAT AC

453206477   GTATATATAT ACCAGATCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT-----CA AAAAAAA--- GTATATATAT AC

453206649   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453206899   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453208198   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453210570   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTCAAA-A AGTT---AAA AAAAAA---- GTATATATAT AC

453210609   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAAAGT GGCA-GAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453210868   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453211304   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA T-GTGAAA-G AGTT-----A A-AAAAA--- GTATATATAT AC

453212075   GTATATATAT ACCAGAACTA AAATAGTGAT GGATAAA-GA AAAA--CCTG TCACCCC-AC -TGCTAA-GT GGCAAAAATT A-GTGAAA-G A-TTA----G AAAAA----- GTATATATAT AC

453213185   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A GAAAAAA--- GTATATATAT AC

453215256   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453218473   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

453219341   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453220221   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453222350   GTATATATAT ACCAGAACTA GAGTAGTGAT GGATAAAAGA G-AAA-CCCA CCACCCT-TC -TGCTAA-GT TGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453235816   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453239147   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453239593   GTATATATAT ACCAGAGCTA TAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A--------- ---------- GTGAAAG--- GTATATATAT AC

453243122   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453243240   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A A-AAGAA--- GTATATATAT AC

453247639   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGG A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453248735   GTATATATAT ACCAGGACTA GAATAGTGAT GGATAAAAGT TT---ACCCT CCACCCC-AC -TGCTAA-GT GGCAAGAACA A-GTGAAA-G AGTT----AA AAAAAAA--- GTATATATAT AC

453251723   GTATATATAT ACCAGATCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT-----CA AAAAAAA--- GTATATATAT AC

453252929   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA GCACCCC-AC -TGCTAA-GT GGCAAGAACA A-GTGAAA-G AGTTAC---A AAAAA----- GTATATATAT AC

453254163   GTATATATAT ACCAGAACTA GAATAGTGAT GAATAAAAGA AAAA--TCCA CCACCAC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453255525   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A -AAGAAA--- GTATATATAT AC

453258427   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-A AGTT---AAA AAAA------ GTATATATAT AC

453259847   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453260428   GTATATATAT ACCAGAGCTG GAATAGTGAT GGATAAAAGA AAA---CCAA CCACCTC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAAA--- GTATATATAT AC

453263238   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453266418   GTATATATAT ACCAAAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A GAAAAAA--- GTATATATAT AC

453269317   GTATATATAT ACCAGAACTA GAATAATGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453269990   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453270004   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA --AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-ATGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453270404   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453270479   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453322924   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGG A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT----TAA GAAAAA---- GTATATATAT AC

453325582   GTATATATAT ACCAGAACTA GAATAGTGAT AGATAAGAGA AAAA--CCCA CCACCCC-AC -TGTTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAA-AA---- GTATATATAT AC

453326304   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAA--ACCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAA----- GTATATATAT AC

453329255   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAG T-GTGAAA-G A-------AA AAAAAAA--- GTATATATAT AC

453329429   GTATATATAT ACTAGAAATA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAA-AAA--- GTATATATAT AC

453330465   GTATATATAT ACCAGACCTA GAGTAGTAAT GGATCAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGGAAT AAATGAAA-A AATA-----G GAAAAGA--- GTATATATAT AC

453333310   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--ACCA ACAACCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453334606   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

453857983   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453860004   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453861121   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453861247   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTG----- AAAAAAA--- GTATATATAT AC

453860923   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC
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453861722   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

453863439   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

453863817   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453866095   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG------AA AAAAAAA--- GTATATATAT AC

453866183   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT------A AAAAAAAA-- GTATATATAT AC

453866672   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453867100   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453868630   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

453869321   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453870793   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGA---G ATTT-----A AAAAAAA--- GTATATATAT AC

453872003   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AG-------A AAAAAAA--- GTATATATAT AC

453873604   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA T-GTGAAA-G AGTT-----A A-AAAAA--- GTATATATAT AC

453874178   GTATATATAT ACGAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCATGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

453874635   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

453874989   GTATATATAT ACCAGGACTA GAATAGTGAT GGATAAAAGA AAAA-ACCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

454266825   GTATATATAT ACCAGAACTA GAATAGGGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454266906   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454267869   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAATAGA A-GAG-ACCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---ATA AAAAA----- GTATATATAT AC

454268150   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454270063   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454270827   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454272070   GTATATATAT ACCAGAACTA GAATAGGGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454272150   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

454272449   GTATATATAT ACCAGAACTA GAATAGGGAT GGATAAAAGA AAAAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454272530   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454272999   GTATATATAT ACCAGGACTA GAATAGTGAT GGATAAAAGT GTTA-ACCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

454278840   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AATT-----A AAAAAAA--- GTATATATAT AC

454279646   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454280828   GTATATATAT ACCAGAAATA GAATAGTGAT GGATAAAAGC A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGT----TAA AAAAAA---- GTATATATAT AC

454645717   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

454645861   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

454648244   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGG A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAG-A AGTT---AAA AAAAA----- GTATATATAT AC

454651289   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454653916   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454654760   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAATA AAAA--CCCA TCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTTAAA--A AAAAA----- GTATATATAT AC

454654834   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454656832   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454657564   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454657583   GTATATATAT ACCAGTACTA GAATAGTGAT GGATAAAAGA AAA--ACCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT----AA AAAAAA---- GTATATATAT AC

454658406   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

454694667   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454698647   GTATATATAT ACCAGAGCTA GAATAGTGAT GGATGAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAANAAA--- GTATATATAT AC

454700102   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAATA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTAAA--AA AAAAAAA--- GTATATATAT AC

454701559   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454702112   GTATATATAT ACCAGAACTA GAATAGTGAC GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAAA---- GTATATATAT AC

454702342   GTATATATAT ACTAGAACTA GAATAGTGAT GAATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454702527   GTATATATAT ACCAGAACTA GAATAGTGAT AGATAAAAGA A-AAC-CCCA CCACCCT-AC -TGCTAA-GT AGCAAGAAAA A-GTGAAA-G AGTT---AAA AAA------- GTATATATAT AC

454704275   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454705209   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454705551   GTATATATAT ACCTGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT-----A AAAAAAA--- GTATATATAT AC

454706474   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC

454707655   GTATATATAT ACCAGAACCA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT------ AAAAAAA--- GTATATATAT AC

454710708   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAA-CCCA CCACCCC-AC -TGCTAA-GT TGCAAGTAAA A-GTGAAA-G AGTT---AAA AAAA------ GTATATATAT AC

454710926   GTATATATAT ACCAGAACTA GAATAGTTAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAAAAAA A-GTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

454711337   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTTG-GT GGCAAGAAAA A-GTGAGA-G AGCT-----T AAA-AAA--- GTATATATAT AC

454711969   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-GC -TGCTAA-GT GGCAAGAAAA A-TTGAAA-G AGTT-----A AAAAAA---- GTATATATAT AC

454712709   GTATATATAT ACCATTACTA AAATAGTGAT GAATAAAAGA AAAAA-CCTA CTGCGCC-GC -TGCTAA-GT GGCAAAAAAA A--------- ---------- ---------- GTATATATAT AC

454750340   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAC-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAA------ GTATATATAT AC

454750723   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA AAAA--CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGA------- AAAAAAA--- GTATATATAT AC

454752052   GTATATATAT ACCAGAACTA GAATAGTGAT GGATAAAAGA A-AAC-CCCA CCACCCC-AC -TGCTAA-GT GGCAAGAAAA A-GTGAAA-G AGTT---AAA AAAAA----- GTATATATAT AC
