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STATUS OF F

1. Regional: pool -1
2. Period of coverage: 201:
3. Countries covered:
- Cambodia
- Myanmar
- Vietham
- Brunei - Singapore

- Philippines - Thailand



- Philippine : FMD free whol
without vaccination
- Brunei .

- Indonesia ¢

- Singapore

- Malaysia : Free in Sabah an

FMD Free Zone

. FMD Infected Areas Source : OIE S



STATUS OF FMD IN SO

Serotype Topotype Remarks

Myanmar 98 and Cambodia94;
endemic in SE Asia: report in

China, Korea and Japan in
2010

South East Asia

Pan Asia Detected SE Asia in late 1990s

15t detected in Hong Kong in
Cathay early 1990s

Indigenous in SE Asia;
A South East Asia |reported in China in 2009 and
Korea in 2010

Reported in Vietnam in 2007;
Asial Asian (Z:Bilnsa in 2009 and Cambodia




STATUS OF FML

Tissue sample submission to R
During 2014 - 2015

ELISA typing results
Year Count No. of sample
ry (Tissue)
o A Asia1 NVD
Cambodia 17 5 - - 12
2014 | Lao PDR 5 S 3 - 2
Thailand 355 88 116 - 151
Thailand 118 60 18 - 40
Lao PDR 15 7 7 - 1
2015 Vietnam 20 1 19 - -
Myanmar 1 - - - 1
Cambodia 17 4 S 2 8




Phylogenetic tree of FMDV type O

outbreak in South East Asia 2015

Indicates viruses in Thailand
Indicates viruses in Lao PDR
Indicates viruses in Vietnam

Indicates viruses in Myanmar
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Phylogenetic tree of FMDV type A
outbreak in South East Asia 2015

ndicates viruses in Thailand
ndicates viruses in Lao PDR

ndicates viruses in Vietham
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A/TAV14+1/2004 (*RRL)

0.02 T— AJTAU118/87/reference strain ("RRL)
AITAlI132reference strain(*RRL)

]l SEA-97 ¥r

SEA-07(2004-2008 <«
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] SEA-Q7 (2014 varlants) ¢

China
I ———— ] Euro-SA

— ] MEA




SEA topotype

Tvpe O SEA topotype (Mya-98 strain)
o> (Mya-98 strain) ME-SA topotype
(PanAsia strain)

Type A ASIA topotype ASIA topotype

(Sea-97 strain) (Sea-97 strain)




Vaccine matching of FMDV type O in SEA region in 2013-2015
(Homologous using O Udornthani 189/87 Thai vaccine strain)

Range of r-value by LP ELISA

Total
Country Year
sample 0-0.19 0.2-0.39 0.4-1.0
Poor Matching moderate matching Good Matching
Cambod 2013 - - 5
ampodia
2014 - - 1
2013 17 - - 17
Thailand 2014 16 - 1 15
2015 13 - - 13
Lao PDR 2015 4 - - 4
Total 56 - 1(1.79%) 55 (98.21%)




SUMMARY OF FMD VACCINE MATCHING

A/Sakolnakorn/97 A/Lopburi/2012
0-019| 02-039|04-10|0-019 | 0.2-0.39 (04-1.0
2013 16 - - - - 2 14
Thailand | 2014 16 - - - - 1 15
2015 10 - 1 3 - -
2014 3 - - - - 1
Lao PDR
2015 1 - - - - -
2013 3 - - - - -
Vietnam
2015 15 2 - 13 4 1




CSIRO BIOSECURITY FLAGSHIP / AAHL




‘r’ value estimates

A Lop Buri 2012 A MAY 97
Sample IDs
Homo | Hetero | ‘r’ value Hetero

VIT/1/13 B3 3.16 3.16 1.00 3.38
VIT/2/13 B3 3.16 2.86 0.50 3.02
VIT/3/13 B3 3.46 3.16 0.50 3.34
TAI/20/13 R3B3 3.76 3.46 0.50 2'32
TAI/26-3/13 R3B2 3.76 3.46 0.50 2.33
TAI/39/13 R1B2 3.16 2.98 0.66 2.58
TAI/47-2/13 R1B2 3.16 2.98 0.66 3.02
TAI/53/13 R2B2 3.16 2.98 0.66 3.08
TAI/58/13 R3B2 3.16 2.98 0.66 3.15
TAI/60/13 R1B2 3.46 3.58 >1.00 3.33




‘r’ value estimates

A Lop Buri 2012

A MAY 97

Hetero

3.67

3.98

2.98

3.20

3.82

3.01

2.74

Sample IDs
Homo | Hetero | ‘r’ value

LAO/2/14 B4 2.56 2.68 >1.00
LAO/5/14 B3 2.56 2.68 >1.00
TAI/1-2/14 B3 2.56 2.68 >1.00
TAI/2/14 B3 2.56 2.68 >1.00
TAI/5/14 B1 2.56 2.68 >1.00
TAI/10/14 R2B3 2.56 2.68 >1.00
TAI/13-2/14 B4 2.56 2.68 >1.00
TAl /21-2/14 B4 3.46 3.58 >1.00
TAl/44/14 B4 3.16 2.98 0.66

3.04

TAI/65-1/14 R1B2

2.90

2.74
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Conclusions

- O1 Manisa has poor m

- Type A : 2014 and 20
or heterologous to .
to intermediary to A

- New sublineage of ty d since 20

.. 4
- Phylogenetic tree data and epidemiological data require:

make any meaningful conclusions.
( Vaccine Matching and Genetic Characterization of FMD
Serotype O and A isolates in South East Asia : RRL and
FMD Risk Management collaboration project. )
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Vaccine suitable for SE

=l

Circulating | Internationally available .
. Locally produced vaccine
Serotype vaccines
O TAW 98
(0] 0 3039 Thailand, O Udornthani 189/87
O1 Manisa
A A22 Iraq Thailand, A Lopburi/12
A Malaysia 97 A Sakolnakorn/97
Asia 1 Asial Shamir Thailand Asial/85




