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Research Interests 
My current research focuses on the elucidation of regulatory mechanism underlying dormancy release and chilling requirement in temperate fruit tree, and its adaption to climate change; understanding of the roles of siRNAs, miRNAs and phasiRNAs in fruit development, quality and pathogen resistance; investigation of the enhancer-promoter interaction, promoter silencing and control, and gene insulation mechanisms in plants.
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