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Mission

The mission of the Southern Insect Management Research Unit (SIMRU) is to
generate new knowledge of arthropod pest biology, ecology and management and
integrate this knowledge into contemporary farming systems that will

promote economical and environmentally stable pest management practices for the
southern U.S.

The vision of SIMRU is to be a recognized center of innovation
for negating agricultural pest problem through deployed scientific knowledge of pest
biology, ecology and management options.
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NEW PUBLICATION

CONGRATULATION
Dr. OP Perera

Cloning and expression profiling of od; binding proteins in the
tarnished plant bug, Lygus lineolaris
1.1, Hullz*, 0. P. Pereraat and G. L. Snodgrasst

Insect Molecular Biology (2014) 23(2), 78-97

Abstract: In insects, the perception and discrimination of odorant: the f
dorant- binding protens (0P, To gina better malecuar understanding of ofaction i the
agronomic pest

approach to \dznllfy potential OPs. Intotal, 33 pu!allve OBPtranszrlpti, including the
previously reported L AP), ed o
Cys signature and/or sequence similarity ith anmotated orthologous sequems ‘The L. lineolaris
OBP (LylinOBP) repertoire consists of 20 ‘classic’ OBPs, defined by the spacing ufs\xcunstwed
Cys residues, and 12 *Plus-C’ OBPs, defined by the spacing of eight conserved Cys

conserved Pro residue. Alternative spicing of OBP genes appears to contribute slgnlf:anlly to
the multiplicity of LylinOBP sequences. d analysis

(antennae, legs and proboscis) revealed enrichment of 21 LylinOBP transcripts in antennas, 12in
legs, and 15 in proboscis, suggesting potential roles in olfaction and gustation respectively. PCR-
based determination of transcript abundance for a subset of the LylinOBP genes across multiple
adult

tissues yielded results consistent with the hybridization data.

Keywords: Lygus lineolaris, odorant-binding proteins,
olfaction, real-time PCR, Plus-C OBP, classic

OUTREACH

Kenya Dixon and Chris Johnson judged Science Fair at
Coleman Middle School on January 24, 2014.
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