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The USDA Genetic Stocks — Oryza (GSOR) Collection at DBNRRC serves as distribution center for genetic mutants and
molecularly characterized genetic resources that are important to the rice research community. These genetic stocks have
been created using specialized techniques such as induced mutation and cross-breeding. The GSOR program Is
responsible for storing, maintaining, documenting, and distributing (free of charge) these materials to the scientific
community for use in genetic and genomic research. Ultimately these materials will aid in the understanding of the genetic
control of traits that can be used to enhance the development of new cultivars that meet the needs of the U.S. rice industry.

Types of Entries Within the GSOR Collection
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serve as the baseline for comparison with other rice varieties to identify genes that -
control economically important traits. GSOR serves as an international distributor of E=
the exact source of Nipponbare that was sequenced for use In genomic research. 3
= | | ‘_E'Printable‘-;’ersicn =7 E-mail this pag: ‘
ool il Lyt fﬁ’jf? o INew inventory codes have been created to indicate
Website: e g 't i B i source of GSOR seeds. The six-digit code shows the
- M « ]LW;;?;; clate v;w[j s of nterest Pjieoage v |location, year, season, and purity of seed. 12345 6:

www.ars.usda.gov/spa/dbnrrc/gsor
Resources available on the
website include a collection
catalog, photo archive, search tool
and germination procedures for
hard-to-grow rice germplasm.

Data Collection - Barcoding
software and handheld data
collection devices are used to
streamline data collection,
Inventory, and distribution
activities.
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About the GSOR and its Mission

Reqguest Seed

Collection Catalog - **New in 2013 - Jefferson Near Isogenic Lines
(NILs)**

Search GSOR Accessions

Donate Seed

Inventory coding system for germplasm

Germination procedures for wild oryza species and hard-to-grow rice
germplasm

GSOR News - GSOR Poster

Photo Archive

Related \Websites

= location (A-Arkansas, T-Texas, P-Puerto Rico, G-
Greenhouse In Arkansas), 2-3= Year (last 2 digits of
production year(s), 4-5 = Season (Fall, Spring,
Summer, Winter), and 6=Purity (1=panicle, 2=plant,
3=bulk). Example: A11FA3 = Arkansas, 2011, Fall,
Bulk harvest.

Distribution Activity to U.S. and
International Researchers

32,586 genetic stocks were distributed
during the years 2004 through 2012
(combined). During 2013 there have
been 5,192 genetic stocks distributed as
of May 1.

For further information contact
Anna McClung (anna.mcclung@ars.usda.gov) or Lorie Bernhardt (lorie.bernhardt@ars.usda.gov).
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