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Table 1.  Variance components, percentage of variance component contribution to the total variance, and broad-sense heritabilities (h2B) for fruit quality components in melon (Cucumis melo L.) families derived from a cross between USDA 846-1 (P1) and “Top Mark” (P2) evaluated at El Centro, Calif. and Hancock, Wisc. during 2004.

	
	El Centro
	
	Hancock

	Source of variation1
	Variance

Component
	Percent

total
	
	Variance 

component
	Percent

total

	 
	Soluble solids content 

(SSC)
	
	Soluble solids content 

(SSC)

	Family (F)
	1.16 ± 0.22**
	73
	
	2.04 ± 0.42**
	63

	Block (B)
	0.03 ± 0.04n.s.
	2
	
	0 ± 0
	0

	Family x Block (F x B)
	0.39 ± 0.07**
	25
	
	1.19 ± 0.18**
	37

	Total 
	1.58
	100
	
	3.23
	100

	h2B
	0.47 ± 0.09
	
	
	0.56 ± 0.12
	

	 
	Mesocarp Pressure

(MP) 
	
	Mesocarp Pressure

(MP)

	Family (F)
	0.44 ± 0.08**
	71
	
	3.35 ± 0.65**
	70

	Block (B)
	0 ± 0n.s.
	0
	
	0 ± 0n.s.
	0

	Family x Block (F x B)
	0.18 ± 0.03**
	29
	
	1.46 ± 0.18**
	30

	Total 
	0.61
	100
	
	4.81
	100

	h2B
	0.65 ± 0.12
	
	
	0.75 ± 0.14 
	

	 
	Fruit Diameter

(FD)
	
	Fruit Diameter

(FD)

	Family (F)
	1.44 ± 0.27**
	75
	
	0.94 ± 0.17**
	84

	Block (B)
	0.01 ± 0.02n.s.
	1
	
	0.01 ± 0.01n.s.
	1

	Family x Block (F x B)
	0.46 ± 0.07**
	24
	
	0.18 ± 0.04**
	15

	Total 
	1.91
	100
	
	1.13
	100

	h2B
	0.79 ± 0.15
	
	
	0.82 ± 0.15
	

	
	
	
	
	
	

	 
	Seed Cavity Diameter

(SCD)
	
	Seed Cavity Diameter

(SCD)

	Family (F)
	0.32 ± 0.06**
	81
	
	0.22 ± 0.04**
	73

	Block (B)
	0.01 ± 0.01n.s.
	2
	
	0.01 ± 0.01n.s.
	2

	Family x Block (F x B)
	0.07 ± 0.01**
	17
	
	0.08 ± 0.02**
	25

	Total 
	0.40
	100
	
	0.31
	100

	h2B
	0.78 ± 0.14
	
	
	0.69 ± 0.14
	

	 
	Seed Cavity : Fruit diameter

(C:D)
	
	Seed Cavity : Fruit diameter

(C:D)

	Family (F)
	0.0001± 0.0002**
	1
	
	0.008 ± 0.0004n.s.
	89

	Block (B)
	0 ± 0n.s.
	0
	
	0.0003 ± 0.0003n.s.
	3

	Family x Block (F x B)
	0.010 ± 0.0004n.s.
	99
	
	0.0005 ± 0.0005n.s.
	6

	Total 
	0.010
	100
	
	0.009
	100

	h2B
	0.19 ± 0.05
	
	
	0.12 ± 0.06
	


1 *, **,n.s., indicate the effect is significant at p ≤ 0.05 and p ≤ 0.01, and not significant, respectively.

Table 2.  Best linear unbiased estimations (BLUEs) of USDA 846-1 (P1), “Top Mark”(P2), “Esteem” (ES), “Sol Real” (SR), “Sol Dorado” (SD), F1, and F2, and best linear unbiased predictions (BLUPs) of a melon (Cucumis melo L.) RIL population, their standard errors (S.E.), and confidence intervals (C.I.) for yield components of plants grown at El Centro, Calif. and Hancock, Wisc. in 2004.   
	Wisconsin
	                                    BLUE                                        .
	     BLUP    .
	C.I. (95 %)

	Trait
	P1
	P2
	ES
	SR
	SD
	F1
	F2
	RIL
	Lower
	Upper

	Soluble solids content (SSC)1
	12.65 *
	9.54 n.s.
	  7.92 *
	  8.63 *
	  9.50 *
	10.65 n.s.
	12.38 n.s.
	11.17 ± 0.17
	10.45
	11.89

	Mesocarp Pressure (MP)2
	  4.25  n.s.
	4.59 n.s.
	  5.22 n.s.
	  5.95 n.s.
	  4.28 n.s.
	  6.10 n.s.
	 4.97 n.s.
	 2.84 ± 0.08
	 2.49
	 3.19

	Fruit Diameter (FD)3
	 11.47 n.s.
	9.74 *
	11.38 n.s.
	11.23 n.s.
	10.51 n.s.
	11.45 n.s.
	11.00 n.s.
	11.93 ± 0.15
	11.27
	12.59

	Seed Cavity Diameter(SCD)4
	   5.20 n.s.
	4.66 n.s.
	  5.12 n.s.
	  4.99 n.s.
	  4.71 n.s.
	  5.47 *
	 4.99 n.s.
	 4.92 ± 0.08
	 4.56
	 5.28

	Cavity:Diameter (CD)5
	   0.46 n.s.
	0.48 n.s.
	  0.45 n.s.
	  0.44 n.s.
	  0.45 n.s.
	  0.48 n.s.
	 0.45 n.s.
	0.42 ± 0.01
	 0.40
	 0.43

	California
	BLUE
	BLUP
	  C.I. (95 %)  .

	Trait
	P1
	P2
	ES
	SR
	SD
	F1
	F2
	RIL
	Lower
	Upper

	Soluble solids content (SSC)
	12.00 n.s.
	11.37 *
	10.18 **
	11.83 n.s.
	10.65 *
	12.05 n.s.
	12.28 n.s.
	10.23 ± 0.18
	 9.65
	10.82

	Mesocarp Pressure (MP)
	   2.55 n.s.
	 2.47 n.s.
	 1.41 **
	  2.52 n.s.
	 1.29 **
	  2.48 n.s.
	 3.13 n.s.
	 5.35 ± 0.23
	 4.63
	 6.08

	Fruit Diameter (FD)
	 12.26 n.s.
	12.51 n.s.
	12.37 n.s.
	14.05 *
	13.41 n.s.
	12.34 n.s.
	11.67 n.s.
	10.61 ± 0.12
	10.23
	11.00

	Seed Cavity Diameter(SCD)
	   4.74 n.s.
	 5.20 n.s.
	 4.69 n.s.
	  5.25 n.s.
	 4.64 n.s.
	  4.79 n.s.
	 4.92 n.s.
	 4.93 ± 0.73
	 4.70
	 5.17

	Cavity:Diameter (CD)
	   0.39 n.s.
	 0.42 n.s.
	 0.39 n.s.
	  0.37 n.s.
	 0.35 *
	  0.39 n.s.
	 0.42 n.s.
	 0.47 ± 0.01
	 0.44
	 0.50


1SSC = Melon fruit from each entry were analyzed for total sugar using a digital BRIX refractometer. (Model DR103L, QA Supplies, Norfolk, Virginia, USA). 

2MP = Punch test at stem end and blossom end using a penetrometer with a 0.79cm tip. (Model# FT 011, Effigi, Alfonsine, Italy).

3FD = Melon fruit cut horizontally for fruit diameter measurement.

4SCD = Seed cavity diameter measured at the center-most portion of horizontally sectioned fruit.

5CD = Ratio of fruit diameter and seed cavity calculated as SCD:FD.
Phenotypic correlations among fruit quality components in melon (Cucumis melo L.) families derived from a cross between USDA 846-1 (P1) and “Top-Mark” (P2) evaluated at both locations.  Top half of the table represents data taken at El Centro, Calif. and the bottom half represents data taken at Hancock, Wisc. in the spring and summer of 2004, respectively. 

	Trait
	Soluble
 Solids Content

(SSC)
	Mesocarp Pressure

(MP)
	Fruit 
Diameter

(FD)
	Seed 
Cavity Diameter

(SCD)
	Seed cavity: Fruit
 diameter

(F:C)
	Fruit Shape

(FS)
	% Net

(PN)
	Primary

Branch

(PB)
	Fruit

No.

(FN)
	Fruit

Weight

(FW)
	Ave. Fruit

Weight

(AFW)
	Percent

Maturity

Per Fruit

(PMF)

	SSC
	
	-0.19 n.s.
	0.10 n.s.
	0.07 n.s.
	-0.02 n.s.
	-0.09 n.s.
	-0.12 n.s.
	0.09 n.s.
	0.07 n.s.
	-0.18 n.s.
	-0.14 n.s.
	0.05 n.s.

	MP
	-0.24*
	
	-0.09 n.s.
	-0.34**
	0.08 n.s.
	0.04 n.s.
	0.04 n.s.
	0.07 n.s.
	0.19 n.s.
	-0.14 n.s.
	-0.30**
	-0.20 n.s.

	FD
	0.07 n.s.
	-0.10 n.s.
	
	0.05
	0.18
	0.11
	-0.03
	0.09
	-0.07
	-0.26
	-0.12
	-0.14

	SCD
	-0.08 n.s.
	0.04 n.s.
	0.76**
	
	-0.07
	-0.09
	0.15
	-0.32
	-0.20
	0.20
	0.35
	0.37

	F:C
	-0.17 n.s.
	0.09 n.s.
	-0.18 n.s.
	0.33**
	
	-0.05
	-0.10
	-0.12
	-0.01
	0.02
	-0.03
	0.01

	FS
	-0.05 n.s.
	-0.04 n.s.
	-0.39**
	-0.53**
	-0.22 n.s.
	
	-0.02
	0.06
	-0.12
	0.05
	0.17
	-0.03

	PN
	0.04 n.s.
	0.24 *
	0.02 n.s.
	0.15 n.s.
	0.05 n.s.
	-0.21 n.s.
	
	-0.02
	0.24
	-0.30
	-0.37
	0.15

	PB
	-0.03 n.s.
	0.03 n.s.
	-0.37**
	-0.22*
	0.10 n.s.
	0.28*
	0.06 n.s.
	
	0.27**
	0.22*
	-0.32**
	0.23*

	FN
	-0.02 n.s.
	0.18 n.s.
	-0.50**
	-0.27 n.s.
	0.21 n.s.
	0.11*
	0.23*
	0.55**
	
	0.04 n.s.
	-0.69**
	0.00 n.s.

	FW
	-0.01 n.s.
	-0.19 n.s.
	0.09 n.s.
	0.00 n.s.
	-0.15*
	0.26 n.s.
	-0.09 n.s.
	0.19**
	0.41**
	
	0.64**
	0.43**

	AFW
	-0.07 n.s.
	-0.34**
	0.50**
	0.22**
	-0.30 n.s.
	0.16**
	-0.36**
	-0.32**
	-0.51**
	0.51**
	
	0.30**

	PMF
	-0.03 n.s.
	-0.01 n.s.
	-0.23*
	-0.06 n.s.
	0.15 n.s.
	0.15**
	0.43**
	0.13 n.s.
	0.40**
	0.42**
	0.04 n.s.
	


1 n.s.,*,**. Non-significant or significant at p ≤ 0.05 and 0.01.

































































































