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Figure 1. Linkage map1 and locations of quantitative trait loci (QTL) associated with fruit 
quality components based on 81 melon (Cucumis melo L.) recombinant inbred lines (RIL) 
derived form a cross between USDA 846-1 and “Top Mark”.   Linkage groups are 
designated by numbers (1-11).  Group numbers (1, 3, 5-9, 11, and 12) and roman numerals 
(I, II, VI-XII) correspond to linkage groups in maps by Oliver et al. (2001) and Perin et al. 
(2002), respectively.  Co-linear groups2 designated by Oliver et al. (2001) are illustrated 
parallel to anchor markers present in both maps and QTL reported by them are displayed 
to visualize common QTL between the maps. 
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ssc- soluble solids content 
mp- mesocarp pressure 
fd-fruit diameter 
scd- seed cavity diameter 
cd- cavity: diameter ratio 
fs- fruit shape 
pn- percent netting 
pb- primary branch 
fn- fruit number 
exs- sex expression 
fw- fruit weight per plant 
awf- average weight per fruit 
pmf- percent of mature fruit per plot 
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