Notes and explanations 2009 Stem Rust Evaluations
From Yue Jin, USDA-ARS, St. Paul, MN
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Bulk: acomposite of US races: QFCS, QTHJ, RCRS, RKQQ, TPMK, TTTT
Ratings:"S" denotes susceptible infection type (IT) 3 or 4.

a. "/" denotes hetergeneous, the predominant type given first.

b. "LIF" denotes low infection frequency, or fewer number of pustules.
Gene postulation was tentative and done for genes effective against TTKSK (Ug99) only. No
attempt was made to postulate other Sr genes. Users are advised to confirm with available
markers or to consult the CLD web site
(http://www.ars.usda.gov/main/site_main.htm?modecode=36-40-05-00) for additional
information.
Repeated screening was done based on preliminary screening with race TTKSK (rep 1). Lines
missing or suspected to be resistant were repeated with 3 races of the TTKS lineage: TTKSK
(Ug99), TTKST (Sr24 virulence), and TTTSK (Sr36 virulence) and TRTT (a race with 1A.1R
virulence, not in the TTKS lineage).
QCCL and QCCSM were added in 2008/09 screening, both have virulence on Sr24.
RFCS was detected in 2008. It has a similar virulence to QFCS except high on Sr7b.

Avirulence/virulence formula of stem rust races used in screening:

race Avirulence Virulence
MCCF 6 8a9b 9d 9e 11 24 30 31 36 38 1A.1R 57b9a9g 10 17 Tmp McN

6 7b 8a9b 9d 9e 10 11 30 31 36 38 Tmp 1A.1R
QCCL McN 59a9g 172124
QCCs
M 6 7b 8a9b 9e 11 30 31 36 38 Tmp 1A.1R 59a9d 99 10 17 21 24 McN
QFCs 6 7b 9b 9e 11 24 30 31 36 38 Tmp 1A.1R 58a9a9d 9g 10 17 21 McN
QTHJ 7b 9a 9e 24 30 31 36 Tmp 1A.1R 56 8a9b9d 99 10 11 17 21 38 McN
RFCS 69b 9e 11 24 30 31 36 38 Tmp 1A.1R 57b8a9a9d 9g 10 17 21 McN
RCRS 68a9e 11243031 Tmp 1A.1IR 57b 9a9b 9d 9g 10 17 21 38 McN
RKQQ 9e 10111724 303138 Tmp 1A.1R 56 7b 8a9a9b 9d 9g 21 McN

57b8a9%9a9d9e 99 101117 21 36 Tmp

TPMK  69a9b24303138 1A.1R McN

56 7b 8a 9a9b 9d 9e 99 10 11 17 21 30 36

TTTT 24 31 1A1R 38 McN

567b8a9% 9b9d 9e 99 101117 213031

TTKSK 2436 Tmp 1A.1R 38 McN

56 7b 8a9a9b 9d 9e 99 10 11 17 2124 30

TTKST 36 Tmp 1A.1R 31 38 McN

56 7b 8a9a9b 9d 9e 99 101117 213031

TTTSK 24 Tmp 1A.1R 36 38 McN

56 7b9a9b 9d 9e 9g 10 11 17 21 30 36 38

TTRT 8a 24 31 McN 1A.1R



USDA Winter Nursery, Njoro, Kenya, 2009

Reaction key

R = resistant

TR = Trace

resistant

MR = moderately resistant

MS = moderately susceptible

M = overlapping of MR-MS

MSS = moderately susceptible to susceptible
TS = Trace susceptible

S = susceptible

, (comma) seperating scores indicates segregation in response

28 Sep 09 Growth Stage key
NP = No Plants (dead or
missing)

EJ = early joint

J = jointing

EB = early boot

B = booting

H = heading

P = pollinating




