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A recommendation of the 2004 Discover Conference was for NAGP to initiate genetic distancing studies on livestock species. To date analyses have been performed on beef and sheep breeds. The beef breeds analysis was performed by ARS/Miles City with a number of samples used coming from the repository. This work has been presented in the 2006 World Congress on Genetics Applied to Livestock Production proceedings and in Animal Genetics (2007, 38:193-197). The sheep work is well under way thanks to the participation of the NAGP Small Ruminant Committee, samples from 28 breeds and 700 hd of sheep have been collected from 222 sources, genotyped and analyzed. The preliminary figure (right) is an unrooted tree showing the genetic distances 

between the 28 breeds. While not finalized it is evident that this effort can assist in collection development and reconstitution efforts, if needed. This data will also be used to compare genetic differences between U.S., Kazakh, Brazilian, and potentially Chinese breeds. 


Figure 3. Genetic relationship between 28 U.S. sheep breeds. (BWM=Black Welsh Mountain, BB=Barbados Blackbelly, COL=Columbia, COT=Cotswold, DORP=Dorper, DORS=Dorset, FINN=Finnsheep, GCN=Gulf Coast Native, HAMP=Hampshire, HOG=Hog Island, JAC=Jacob, KAR=Karakul, KAT=Kathadin, LELW=Leicester Long Wool, LINC=Lincoln, NAVC=Navajo Churro, POLY=Polypay, RAMB=Rambouillet, ROMN=Romney, ROMA=Romanov, SCI= Santa Cruz Is.,SD=Southdown, STC=St. Croix, SUFF=Suffolk, TARG=Targhee, TEX=Texel, TUN=Tunis, WAR=Warhill).











