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Under the ongoing climate change scenario, treatedmunicipal wastewater (TMW) is a potential candidate for irrigated
agriculture but may result in the exposure of agricultural environments to antibiotics. We studied the transfers of tri-
methoprim, sulfamethoxazole, and sulfapyridine in the TMW–soil–plant–earthworm continuum under greenhouse/
laboratory conditions. Irrigation of potted spinach and radish with as-collected TMW resulted in no transfers of anti-
biotics into soil or plants owing to their low concentrations in the tertiary-treated TMW. However, TMW spiked
with higher antibiotic concentrations led to transfers through this continuum. High initial inputs, slow soil degrada-
tion, and chemical speciation of the antibiotics, coupled with an extensive plant-root distribution, were important fac-
tors enhancing the plant uptake of antibiotics. In microcosm studies, transfers from vegetable materials into
earthworms were low but showed potential for bioaccumulation. Such food chain transfers of antibiotics may be a
driver for antibiotic resistance in agricultural systems, which is an area worthy of future study. These issues can per-
haps be mitigated through high levels of TMW purification to effectively remove antibiotic compounds.
1. Introduction

Antibiotics are introduced into municipal sewage systems via various
human activities, including (i) neglectful disposal of unused or expired
medication and (ii) releases from pharmaceutical manufacturing plants
th).
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and hospitals (Grossberger et al., 2014). Traditional wastewater treatment
processes are relatively poor at removing trace contaminants of emerging
concern (CECs) such as antibiotic compounds (Michael et al., 2012; Petrie
et al., 2015). As such, antibiotics are routinely detected in TMW, in TMW-
irrigated agricultural soils, in the runoff from such sites, and in surface
and groundwater systems and sediments receiving TMW (Kolpin et al.,
2002; Kinney et al., 2006; Fatta-Kassinos et al., 2011; Gottschall et al.,
2012). This issue may be particularly acute in arid regions where water
reuse is an expanding approach to addressing water shortages caused by
r 2022
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Table 1
Irrigation treatments used in the greenhouse plant uptake experiments.

Abbreviation Crop Irrigation⁎

CTSp Spinach Milli-Q water
TMWSp Spinach TMW
TMW10Sp Spinach TMW + 10 μg L−1 antibiotics
TMW100Sp Spinach TMW + 100 μg L−1 antibiotics
CTRd Radish Milli-Q water
TMWRd Radish TMW
TMW10Rd Radish TMW + 10 μg L−1 antibiotics
TMW100Rd Radish TMW + 100 μg L−1 antibiotics

Note: CT = Non-spiked control; TMW= treated municipal wastewater.
⁎ Two weeks after seed planting, all irrigation solutions were amended with

macro- and micro-nutrients through a half-strength Hoagland's solution, ensuring
vigorous crop growth.
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climate change, urbanization, regional drought, and pollution (IPCC, 2009;
WWAP, 2012).

As noted previously (Ben Mordechay et al., 2021, 2022; Pan and Chu,
2017), antibiotics found in the soil pore water of agricultural soils
(e.g., as a result of TMW irrigation) may be taken up by crop plants and
bioaccumulate within plant tissues. Relevant to the present work, Wu
et al. (2014) reported trimethoprim (TMP) concentrations for a range of ag-
ricultural crops grown in contaminated soil under greenhouse conditions,
with values ranging from 1.10 (spinach leaves) to 270 (pepper roots) ng
g−1. The plant concentrations of sulfonamides previously reported are typ-
ically lower, with values for sulfamethoxazole (SMZ) ranging from non-
detectable levels (lettuce leaves) to 6.80 ng g−1 (cucumber roots) (Wu
et al., 2013). However, little is presently known about whether antibiotics
accumulated in plant materials can be further disseminated along a food
chain, i.e., across trophic levels. To study the potential for such transfers ex-
perimentally, we herein focused on the wastewater–soil–plant–earthworm
continuum. Earthworms can be considered a terrestrial organism of choice
for better understanding the inputs of contaminants into food chains
(Carter et al., 2021). Indeed, several studies have demonstrated that antibi-
otics and other pharmaceuticals can be taken up from soils and accumulate
in earthworms (Berge and Vulliet, 2015; Carter et al., 2014; Carter et al.,
2016; Kinney et al., 2008). Earthworms are at the base of many food chains;
therefore, if chemicals are taken up into earthworms via soil and/or plant
ingestion, the movement of these chemicals into the food web via bioaccu-
mulation and biomagnification processes may be facilitated (Shore et al.,
2014). Moreover, the selection pressure exerted by antibiotic compounds
in the environment may facilitate the development and dissemination of
antibiotic resistance in environmental bacteria (Christou et al., 2017; Su
et al., 2017), e.g., in soils, plants, and animal guts. Given the global signifi-
cance of the spread of antibiotic resistance (HMGovernment andWellcome
Trust, 2014; WHO, 2017; WHO, 2018; Murray et al., 2022), it is crucial to
quantify antibiotic transfers through agricultural systems, where the pro-
cesses driving the dissemination of antibiotic resistance are poorly under-
stood. We are not aware of any previous work in which the transfers of
antibiotics across the wastewater–soil–plant–earthworm continuum have
been studied. Understanding antibiotic transfers to the animal gut in a rel-
atively simplistic food chain may be a useful first step toward elucidating
more complex and harder to study food chains, e.g., those including
humans.

In the present work, pot experiments in which spinach and radish were
irrigated with TMW (both as-collected (unspiked) and spiked with antibi-
otics) were conducted under greenhouse conditions to determine plant up-
take. The vegetable materials from these experiments were then used as a
food source for earthworms in microcosm studies to determine uptake
into earthworm tissues. Based on a preliminary analysis of the TMW used
in this study, we focused on the antibiotics TMP, SMZ, and sulfapyridine
(SPD). TMP and SMZ are commonly found together in TMW as they are
co-prescribed for the treatment of urinary tract infections, middle ear infec-
tions, bronchitis, diarrhea, shigellosis, and certain types of pneumonia. SPD
is used to treat dermatitis herpetiformis, benign mucous membrane pem-
phigoid, and pyoderma gangrenosum. Sulfonamides are known to have rel-
atively high levels of environmental (e.g., soil and water) mobility owing to
their relatively low sorption potential (Thiele-Bruhn et al., 2004). TMP has
also been shown to exhibit low levels of adsorption to environmental media
(Lin and Gan, 2011). Owing to their potentially high level of environmental
mobility, these compounds are ideal candidates for studying antibiotic
transfers through agricultural systems.

2. Methods

2.1. Soil, wastewater, chemicals, earthworms

TMW was collected from a local wastewater treatment plant. This is a
state-of-the-art plant employing membrane bioreactor tertiary treatment.
The TMW was collected in 4-L amber, glass bottles, which were immedi-
ately capped, returned to the laboratory, and stored at 4 °C. This TMW
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has a pH of 7.37, electrical conductivity of 0.97 dS m−1, and ionic compo-
sition (mg L−1) of Ca= 66.0; K= 22.3; Mg= 11.0; Na= 91.0; B= 0.04;
Fe = 0.05; Zn = 0.04; PO4

3− = 8.3; SO4
2− = 80.3; Cl = 106.9; CaCO3;

NO3-N = 4.3; and Cu, Mn, Mo = non detectable. Preliminary qualitative
analysis of this TMW (see Section 2.8.1) revealed trace levels of the antibi-
otics TMP, SMX, and SPD; these compounds therefore became the focus of
this study. Analytical standards of the antibiotic compounds were pur-
chased from Tokyo Chemical Industry, Japan (SMZ and SPD) or MP Bio-
medicals, Solon, OH (TMP). The internal standards TMP-13C3 and
SMX-13C6 were purchased from Toronto Research Chemicals (Toronto,
Canada). Oasis hydrophilic/lipophilic balance (HLB) cartridges (6 mL)
were obtained from Waters Corporation, Milford, MA. The soil used in
these studies was a sandy loam (75 % sand, 18 % silt, 8 % clay; 0.92 % or-
ganic matter; pH 7.1; Arlington series) collected from the upper 30 cm of
field 2B of the University of California, Riverside, agricultural station. The
earthworms Eisenia fetida (Lumbricidae) were purchased from The Worm
Farm (www.thewormfarm.net; Durham, CA). Milli-Q water (18.2 μΩ)
treated by UV light was used throughout.

2.2. Plant uptake experiments

To mitigate sorptive losses of antibiotics, non-sorbing apparatus
(i.e., glass and stainless steel) were used in the pot experiments. As such,
glass beakers (1 L) with a 1 cm-diameter hole in their base were used as ex-
perimental pots. The holes were covered by a stainless-steel mesh before
the pots were filled with 1.527 kg of sandy loam soil pre-adjusted to
10 % gravimetric moisture content. This moisture content was attained
by adding either the experimental TMW or Milli-Q (18.2 μΩ) water (de-
pending on the treatment to be imposed; see Table 1) before mixing and
passing the soil through a 5-mm sieve. The pots were then transferred to
a greenhouse and each was placed in a 500-mL stainless steel dish. The
pots were arranged according to a randomized block design with five rep-
licates (A–E) per treatment. The eight treatments are shown in Table 1.
The pots were covered with plastic bags and allowed to stand for 48 h be-
fore 160 mL of irrigation solution was added to each dish. As shown in
Table 1, the irrigation solution was either Milli-Q water (control, CT); as-
collected (unspiked) TMW (TMW); TMW spiked at 10 μg L−1 with TMP,
SMX, and SPD (TMW10); or TMW spiked at 100 μg L−1 TMP, SMZ, and
SPD (TMW100). The spiked treatments were considered to reflect the anti-
biotic concentrations of a less-processed TMW, i.e., these concentrations
were also considered environmentally relevant. After 24 h, five spinach
(Spinacia oleracea; cv. Gazelle) or radish (Raphanus sativus; cv. Cherry
Belle) seeds were placed onto the soil surface and lightly covered with
soil. The pots were then irrigated every 2 or 3 days. After germination,
the three weakest plants were removed, leaving two plants per pot. All
potswere irrigatedwith the same volume of solution on each occasion (typ-
ically 80–100mL), with a total addition of 1770mL over the 8 weeks of the
experiment. The air temperature within the greenhouse was measured
using a fine-wire thermocouple connected to a Campbell Scientific 21×

http://www.thewormfarm.net
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datalogger, with measurements made every 5 min and averaged over each
hour of the experiment.

At the end of the pot experiment, the plants were harvested as their
above- and below-ground portions and the fresh weights immediately de-
termined, before being placed into plastic bags and stored at −60 °C.
Within 48 h, the plant materials from replicates A–C were triple-rinsed in
Milli-Q water, freeze dried, and ground in a mortar and pestle before
being placed in glass vials and stored at−60 °C. The bulk soil was homog-
enized before sub-samples were freeze-dried, ground, and stored in glass
vials at −60 °C prior to analysis.

2.3. Earthworm uptake experiments

Following the pot experiment described above, an earthworm (E. fetida)
microcosm experiment was conducted using the spinach (leaves) and rad-
ish (tubers) materials harvested from the earlier pot experiment (replicates
D and E combined) as food sources. The microcosm experiments broadly
followed OECD Guideline 317 (OECD, 2010). To 150-mL glass beakers,
130 g of clean sandy loam soil (< 2 mm; 12 % moisture content, adjusted
using Milli-Q water) was added to achieve approximately 5-cm soil depth.
For each of the treatments listed in Tables 1, 0.8 g of finely chopped and ho-
mogenized plant material was thoroughly mixed into the soil on Day 0. Ad-
ditional control (non-spiked) spinach and radish material was also surface-
spiked with each of the three antibiotic compounds. This was done by
adding dropwise a methanol solution containing the three compounds
onto the surface of 0.8 g sub-samples of plant material and allowing the sol-
vent to evaporate for 1 h in a fume hood. On a fresh weight basis, final
spiked concentrations of 1 and 10 μg g−1 (denoted as SP1 and SP10, respec-
tively) were thus achieved, giving a total of six treatments for each vegeta-
ble. Each beaker was then covered with a breathable fabric and placed in a
controlled environment room held at 20 °C and 60% relative humidity, and
with a 16/8 h day/night light cycle. The beakers were arranged in a ran-
domized block designwith six replicates per treatment. After 1week, an ad-
ditional 0.8 g of plant material was added to each beaker together with one
earthworm. Adult worms, i.e., with a visible clitellum, were used. The aver-
age mass of the added worms was 389 mg (standard deviation= 69 mg; n
= 72). The relevant plant material (0.8 g) for each treatment was then
added on a weekly basis over a 3-week exposure period. This feeding rate
was consistent with the OECD Guideline 317 value of 7 mg food g−1 dry
soil week−1. The moisture content of the soil was maintained by the addi-
tion of Milli-Q water every two days. The food material and moisture were
added by carefully pouring the soil from the beaker into a clean tray, setting
the worm aside, thoroughly mixing in the appropriate amounts of food and
water, and then replacing the soil and earthworm back into the original
beaker. At these times, visual assessment confirmed that the earthworms
consumed all the plant materials added the previous week. Three weeks
after earthworm addition, the worms were removed from the soil, washed
three times in Milli-Q water, dried by gently patting with an absorbent
wipe, weighed, and placed into a petri dish for 24 h to purge their guts
(Hartenstein et al., 1981; Arnold and Hodson, 2007). After this time, the
worms were removed, re-weighed, and placed in a freezer at−20 °C to in-
duce death. Next, the worms were freeze-dried, weighed again, and ground
to a fine powder using a glass rod.

2.4. Plant material extraction

The plant material was extracted based on the method of Zheng et al.
(2016). For this, 0.2 g of freeze-dried and ground plant material was
weighed into a glass vial and 10 mL of methanol was added. The vials
were then sonicated for 20 min (60 Hz) before being centrifuged at
2000 rpm for 20min. The supernatant was removed into a glass tube before
the extraction was repeated twice more to give a final extract volume of 30
mL. The extract was evaporated to dryness (Labconco RapidVap®) and
reconstituted in 50 mL of pH-2 Milli-Q water by vortexing for 1 min. The
solution was transferred to a polyethylene centrifuge tube and centrifuged
at 8000 rpm for 20 min, after which the supernatant was passed through a
3

pre-conditioned (10 mL methanol, 10 mL Milli-Q water, and 10 mL pH-2
Milli-Q water, sequentially) Oasis HLB solid-phase extraction cartridge for
sample concentration and clean-up. Milli-Q water (10 mL) was then passed
through the cartridge before drying under vacuum for 30 min. The antibi-
otic compounds were eluted from the cartridge using 10 mL methanol
followed by 6 mL of methanol/acetone (1:1 v/v). The eluted solvent was
then taken to dryness before reconstitution in 1 mL 10 %methanol and fil-
tration through a 0.2-μmPTFEfilter. Then, a 0.5-mL aliquotwas transferred
to an amber LC vial spiked with 50 μL of 1-μg mL−1 internal standard
(TMP-13C3 and SMX-13C6). Samples were analyzed by LC–MS/MS
(Section 2.8.2). For spinach, the extraction efficiencies of this procedure
were determined as 71.4 % (±2.2 %), 59.9 % (±3.6 %), and 55.4 % (±
4.4 %) (n= 8) for TMP, SMX, and SPD, respectively; for radish, the values
were 81.2 % (±3.8 %), 45.0 % (±4.0 %), and 55.8 % (±2.7 %) (n = 8),
respectively. The reported concentrations account for these recoveries.

2.5. Soil extraction

Soils from the pot experiment were extracted by adding 5 mL of metha-
nol to 0.2 g of freeze-dried, ground soil in a glass vial. The vials were soni-
cated for 20 min (60 Hz) before being centrifuged for 20 min at 2000 rpm.
The supernatant was then poured into a glass tube before the process was
repeated twice more. The combined supernatant was then taken to dryness
before being reconstituted in 1 mL of 10%methanol and filtered through a
0.2 μm PTFE filter. A 0.5-mL aliquot of the sample was then transferred to
an amber LC vial and spiked with 50 μL of a 1-μg mL−1 internal standard
(TMP-13C3 and SMX-13C6). Samples were analyzed by LC–MS/MS
(Section 2.8.2). The extraction efficiencies of this procedure were deter-
mined as 67.4 % (±4.7 %), 55.9 % (±2.7 %), and 55.3 % (±3.8 %) (n
= 8) for TMP, SMX, and SPD, respectively. The reported concentrations ac-
count for these recoveries.

2.6. Earthworm extraction

To ensure sufficient earthworm mass for the extraction, worms were
paired to yield three replicates for each treatment. Extraction was con-
ducted by adding 2 mL of methanol to the ground material, sonicating for
20min, centrifuging at 2500 rpm for 20min, and removing the supernatant
into a glass test tube. Thiswas repeated twicemore to give a final volume of
6 mL, which was then taken to dryness. Next, 10 mL of Milli-Q water at pH
2 was added to the dry tubes, which were then capped and vortexed for 1
min. The redissolved mixture was transferred to a polyethylene centrifuge
tube and centrifuged at 8000 rpm for 20 min. The supernatant was then
passed through a pre-conditioned solid phase extraction cartridge (Oasis
HLB) for clean-up, followed by 10 mL of Milli-Q water and vacuum drying
for 30 min. The antibiotic compounds were then eluted with 10 mL meth-
anol. The methanol was taken to dryness before being reconstituted in 1
mL 10 % methanol. The 1-mL sample was then transferred to a micro-
centrifuge tube and centrifuged at 14,000 rpm for 20 min, followed by fil-
tration through a 0.2-μm PTFE filter. An aliquot of 0.5 mL was then trans-
ferred to an amber LC vial spiked with 50 μL of a 1-μg mL−1 internal
standard (TMP-13C3 and SMX-13C6). Samples were analyzed by LC–MS/
MS (Section 2.8.2). The extraction efficiencies of this procedure were deter-
mined as 109.1 % (±3.5%), 67.8 % (±4.5%), and 65.0% (±4.6 %) (n=
8) for TMP, SMX, and SPD, respectively. The reported concentrations ac-
count for these recoveries.

2.7. Determination of antibiotic degradation half-lives in the experimental soil

Antibiotic degradation experiments were conducted using the sandy
loam soil. In 10-mL glass vials, an aqueous solution containing TMP,
SMX, and SPD was added to 5 g of soil. The final soil concentration of
each antibiotic was 100 ng g−1 and the final soil moisture content was
12 %. The vials were placed in an incubator at 25 °C, with triplicate vials
moved to a−60 °C freezer (to prevent any further degradation of the com-
pounds) at 0, 1, 2, 3, 5, 7, 10, and 14 days. The samples were then freeze



D.J. Ashworth et al. Science of the Total Environment 858 (2023) 159841
dried, ground, extracted using 10 mL of methanol as described above
(Section 2.6), and analyzed by LC–MS/MS (Section 2.8.2). Losses of antibi-
otics over timewere fitted with a first-order kinetic model to determine the
half-life for each compound.

2.8. Antibiotic compounds analyses

2.8.1. Qualitative analysis by high resolution LC–MS/MS
For qualitative antibiotic identification, triplicate samples of the as-

collected TMW (500 mL each) were passed through pre-conditioned HLB
cartridges (~5 mL min−1) for concentration and clean-up. The cartridges
were then eluted with 10 mL methanol, which was dried under nitrogen
and redissolved in 1 mL methanol prior to filtration (0.2 μm) and qualita-
tive analysis using ultra high-performance liquid chromatography
(UHPLC) coupled with high-resolution mass spectrometry (HRMS) (Q
Exactive, Thermo Fisher Scientific). Briefly, 20 μL sample was loaded
onto a C18 Atlantis-T3 column (particle size 3 μm, 3.0× 150mm) (Waters,
Milford, CA) and eluted with nanopure water +0.1 % formic acid (A) and
acetonitrile +0.1 % formic acid (B) at a gradient of 5 % B (0–1 min);
5–100 % B (1–8 min); 100 % B (8–20 min); 5 % B (21–26 min) at a flow
rate of 0.35 mL min−1. HRMS was equipped with electrospray ionization
and acquired full-scan mass spectra at an m/z range of 100 to 1500 in pos-
itive and negative modes with a resolution of 70,000 at 200 m/z. Data-
dependent tandemmass spectra were obtained at the exact masses of all in-
vestigated antibiotics with a normalized collision energy of 25. A previ-
ously compiled suspect list of contaminants of emerging concern,
including antibiotics, was used to screen antibiotic residuals in the TMW
(Xing et al., 2018). A previously reported suspect screening workflow was
used to characterize the occurrence of antibiotic residuals (Xing et al.,
2018). Briefly, suspect hits were acquired from full scan mass spectra
using TraceFinder v4.1 EFS software (Thermo Fisher Scientific) against
the self-compiled suspect database using exact masses of [M + H]+ and
[M-H]− in positive and negative modes, respectively. Suspect hits were
identified using the following criteria: i)mass tolerance<5 ppm, ii) isotopic
pattern score> 70%, iii) signal intensities above 1×106, and iv) signal-to-
noise ratio > 300. The structures of the suspect hits were further confirmed
by comparing the MS2 profiles to those in the MassBank database (Xing
et al., 2018).

2.8.2. Quantitative analysis by triple quadrupole LC–MS/MS
Quantitative analyses was conducted using an Agilent 1290 Infinity II

HPLC coupled with an Agilent 6410B triple quadrupole MS/MS detector
equipped with an electrospray ionization (ESI) interface. Waters Acquity
UPLC C18 columns were used (guard column: 1.7 μm, 2.1 mm×5mm; an-
alytical column: 1.7 μm, 2.1 mm×50mm) at a flow rate of 0.3 mLmin−1.
Table 2
Nominal (calculated) andmeasured concentrations (ng g−1) of trimetropin (TMP), sufam
radish (Rd) pot experiments irrigated with unspiked control (CT) water, unspiked tre
(TMW10) or 100 μg L−1 (TMW100).

TMP SMZ

Theoretical⁎ Measured# Theore

CT Sp 0.00 n.d. 0.00
CT Rd 0.00 n.d. 0.00
TMW Sp 0.06 n.d. 0.05
TMW Rd 0.06 n.d. 0.05
TMW10 Sp 8.72 3.70 (1.50) 1.77
TMW10 Rd 8.72 5.59 (0.53) 1.77
TMW100 Sp 87.2 24.11 (5.87) 17.7
TMW100 Rd 87.2 68.66 (2.68) 17.7

Note: Sp= spinach-planted treatment, Rd= radish-planted treatment, n.d. = non-dete
rentheses.

# Measured concentrations are for methanol extraction (total).
⁎ Nominal valueswere calculated fromantibiotic concentration in the irrigation water

of the experiment (using Ct = C0 × e−λt, where C0 is the original concentration at tim
constant for the compound [λ = ln(2) / t½], and t is the elapsed time between the add
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The column temperature was set at 45 °C and the injection volume was 10
μL. Formic acid (0.1 %) was used as mobile phase A and acetonitrile as mo-
bile phase B,with gradient conditions set as follows: 0–1min 95%A, 5%B;
1–10min ramp decrease 10%/min A, ramp increase 10%/min B, reaching
5%A, 95% B at 10min; 10–15min 5%A, 95%B; 15–20min 95%A, 5%
B. All analytes were analyzed in positive ion mode. Nitrogen from a nitro-
gen generator was used as the drying and nebulizing gas, and high purity
nitrogen gas (99.999%purity) was used as the collision gas. The conditions
of the mass spectrometer were as follows: gas temperature, 325 °C; dry gas
flow, 12 L min−1; nebulizer, 50 psi; capillary voltage, 4000 V. Under these
conditions, the retention times of TMP, SPD, and SMZ were 5.248, 5.288,
and 6.694 min, respectively. Collection and treatment of data was per-
formed using Mass Hunter software (Version B.01.04). Internal standards
(TMP-13C3 and SMX-13C6) were added to the samples and calibration stan-
dards prior to analysis to account formatrix effects. Based on the compound
retention times, TMP-13C3 was utilized as an internal standard for TMP and
SPD analyses, whereas SMX-13C6 was used for SMX. Based on a serial dilu-
tion, the limit of quantitation (LOQ) was taken as 0.5 ng mL−1 for each
compound. The limit of detection, determined as three times the standard
deviation of 10 replicates at the LOQ concentration, was 0.1 ng mL−1 for
TMP and SPD and 0.2 ng mL−1 for SMZ.

3. Results

3.1. Plant uptake experiments

During the greenhouse pot experiment, the hourly-averaged air temper-
ature in the greenhouse ranged from 8.79 °C to 25.36 °C, with the lowest
temperature typically observed at 7 am and the highest at 1 pm. The aver-
age temperature across the entire study period was 16.80 °C (standard de-
viation = 2.77 °C).

3.1.1. Wastewater and soil antibiotic concentrations
Prior to the experiment, the concentrations of TMP, SMZ, and SPD in the

as-collected TMWwere determined as 67 (±14), 285 (±11), and 77 (±3)
ng L−1, respectively. These concentrations were determined again at weeks
4 and 8 (i.e., the middle and end of the experiment) and were found not to
have changed significantly over time relative to the initial concentrations
(analysis of variance; p > 0.05 in each case). For the pot experiment, antibi-
otic transfers from the irrigation waters to the soil are shown as measured
soil concentrations in Table 2. As expected, the compounds were not de-
tected in the control treatments (irrigated with Milli-Q water). The com-
pounds were also non-detectable in the TMW treatment, where antibiotic
inputs to the soil from the wastewater were low (see “nominal” concentra-
tions in Table 2, which were calculated based on the initial antibiotic
ethoxazole (SMZ), and sulfapyridine (SPD) in soil at the end of the spinach (Sp) and
ated municipal wastewater (TMW), or TMW spiked with antibiotics at 10 μg L−1

SPD

tical⁎ Measured# Theoretical⁎ Measured#

n.d. 0.00 n.d.
n.d. 0.00 n.d.
n.d. 0.01 n.d.
n.d. 0.01 n.d.
0.08 (0.01) 1.74 0.06 (0.03)
0.06 (0.04) 1.74 0.04 (0.02)
2.35 (1.15) 17.4 0.37 (0.11)
1.31 (0.29) 17.4 1.33 (0.52)

ctable concentration. Standard deviations of measured values (n = 3) shown in pa-

and added volume of irrigationwater, followed by degradation correction to the end
e of addition, Ct is the concentration at time t, λ is the first-order degradation rate
ition and the end of the experiment).



Table 4
Antibiotic bioaccumulation factors (BAFs) and translocation factors (TFs) in the
greenhouse pot experiment.

Soil–edible portion BAF Root–shoot TF

TMP SMZ SPD TMP SMZ SPD

Spinach CT – – – – – –
TMW – – – – – –
TMW10 17.2 162.4 62.2 16.4 3.4 1.1
TMW100 17.8 46.2 103.1 15.1 0.7 0.5

Radish CT – – – – – –
TMW – – – – – –
TMW10 0.1 3.0 2.4 4.1 0.7 0.3
TMW100 0.5 2.0 1.2 2.5 0.4 0.3
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concentrations in the wastewater and the volumes of wastewater added,
followed by degradation correction to the end of the experiment based on
the measured half-life of each compound). In the TMW10 and TMW100
treatments, each compound was readily detected; however, the concentra-
tions (particularly of SMZ and SPD) were found to be markedly lower than
the nominal values. Indeed, the average measured concentrations were
2×, 18×, and 33× lower than the calculated nominal concentrations for
TMP, SMZ, and SPD, respectively. The TMW100 treatment led to 6–33×
increases in soil antibiotic concentrations when compared with the
TMW10 treatment. Typically, the order of decreasing soil concentrations
was TMP > SMZ > SPD. Differences in the soil concentrations of each com-
pound were also observed between the radish and spinach treatments, al-
though no consistent trend was noted.

3.1.2. Plant uptake of antibiotics
The measured plant (edible and non-edible portions) antibiotic concen-

trations at harvest are given in Table 3. Unsurprisingly, given the non-
detectable soil concentrations in the unspiked CT and TMW treatments
(Table 2), no antibiotics were detected in any plant organs (edible or non-
edible portions) in these treatments. Nevertheless, the potential for antibi-
otics uptake from the soil by the plants is evidenced by the measured
plant material concentrations in the antibiotic-spiked treatments TMW10
and TMW100. Aswould be expected, the TMW100 treatment led to greater
plant concentrations (5–48× greater) across all compounds when com-
pared with TMW10. In most cases, the order of decreasing plant concentra-
tions was TMP > SMX > SPD, although exceptions were found for the
spinach roots. In all but one case, in both the edible and non-edible por-
tions, spinach exhibited much greater concentrations of each compound
than did radish. The exception was TMP concentration in the non-edible
portions for the TMW100 treatment (radish > spinach). Comparing those
treatments where plant uptake was observed (TMW10 and TMW100),
two-factor analysis of variance indicated significant differences (p < 0.05)
in plant uptake between the spinach and radish treatments (p = 0.006
for TWM10 and p= 2.8 × 10−9 for TMW100) and between the three an-
tibiotic compounds (p = 0.02 for TMW10 and p = 8.4 × 10−9 for
TMW100).

Soil–plant bioaccumulation factors (BAFs) and root–shoot translocation
factors (TFs) are shown in Table 4 for TMW10 and TMW100. Both sets of
values, but particularly the BAFs, were greater for spinach than for radish
across all three compounds. Indeed, for radish, the BAFs are considered
very low across all compounds. The BAFs for SMZ and SPD were similar
in magnitude for an individual crop, ranging from 46 to 162 for spinach
Table 3
Measured antibiotic concentrations (ng g−1, dryweight basis) in spinach and radish
organs from the pot experiment irrigated with unspiked control (CT) water,
unspiked treated municipal wastewater (TMW), or TMW spiked with trimethoprim
(TMP), sulfamethoxazole (SMZ), and sulfapyridine (SPD) at 10 μg L−1 (TMW10) or
100 μg L−1 (TMW100).

TMP SMZ SPD

Edible
portions

Spinach
leaves

CT n.d. n.d. n.d.
TMW n.d. n.d. n.d.
TMW10 40.95 (0.32) 20.22 (0.88) 2.04 (0.83)
TMW100 429.73 (45.41) 108.54 (35.12) 37.84 (5.87)

Radish tubers CT n.d. n.d. n.d.
TMW n.d. n.d. n.d.
TMW10 0.69 (0.09) 0.17 (0.11) 0.11 (0.06)
TMW100 33.54 (17.64) 2.61 (0.40) 1.53 (0.05)

Non-edible
portions

Spinach roots CT n.d. n.d. n.d.
TMW n.d. n.d. n.d.
TMW10 3.88 (1.05) 3.98 (0.54) 3.54 (2.09)
TMW100 28.44 (3.44) 163.39 (52.06) 83.68 (18.06)

Radish leaves CT n.d. n.d. n.d.
TMW n.d. n.d. n.d.
TMW10 2.82 (1.11) 0.13 (0.11) 0.03 (0.01)
TMW100 83.34 (29.31) 0.95 (0.10) 0.51 (0.07)

Note: n.d. = non-detectable concentration. Standard deviation (n = 3) shown in
parentheses.
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and 1.2 to 3.0 for radish. Despite the much greater TMP concentrations
measured in the plant material as compared with SMZ and SPD (Table 3),
the BAFs for TMPwere much lower than those of the other two compounds
within a treatment for radish and, particularly, spinach. In contrast, the
root–shoot TF value was much greater for TMP than for either SMZ or
SPD within a treatment, with the overall trend following the order TMP >
SMZ > SPD in each case. The SMZ and SPD TF values were generally very
low (i.e., <1) across both vegetables, with the only exception being SMZ
in the TMW10 spinach treatment (TF = 3.4). The TF values were consis-
tently greater for spinach than for radish.

3.2. Earthworm uptake experiments

The antibiotic concentrations in earthworm tissues after the 3-week ex-
posure period are shown in Fig. 1. When radish and spinach from the CT,
TMW, and TMW10 pot experiment treatmentswere used as food, no antibi-
otics were detected in earthworms. However, in the TMW100, SP1, and
SP10 treatments, antibiotic accumulation was observed to varying degrees
in earthworm tissues, with the three compounds having differing behav-
iors. For TMP, the uptake concentrations of spinach-fed worms across the
treatments followed the order SP10 > TMW100 > SP1, whereas for
radish-fed worms it was SP10 > SP1 > TMW100. In the TMW100 treat-
ment, the TMP concentration in spinach-fed worms was greater than that
of the radish-fed worms; however, the opposite was true in the SP1 and
SP10 treatments. For SMZ, all treatments resulted in greater earthworm
concentrations for spinach-fed worms than for radish-fed worms. For
spinach-fed worms, the order of decreasing SMZ concentrations followed
the order SP10 > TMW100 > SP1, whereas for radish-fed worms, the
order was SP10 > SP1 > TMW100 (i.e., the same trends shown for TMP).
For SPD, no antibiotic accumulation was observed in the TMW100 treat-
ment for either the spinach- or radish-fed worms. The SPD concentrations
followed the order SP10 > SP1 > TMW100 for both spinach- and radish-
fed worms. The maximum average concentrations of TMP, SMZ, and SPD
were 43 ng g−1 (radish-fed), 53 ng g−1 (spinach-fed), and 66 ng g−1 (spin-
ach-fed), respectively (each observed in the SP10 treatment). The increase
in vegetable antibiotic concentrations from SP1 to SP10 resulted in
2.0–14.7× (average 6.2×) increases in earthworm concentrations across
all compounds.

The relation between the matrix (i.e., soil/plant material mixture) con-
centrations and the earthworm concentrations was considered using
bioconcentration factors (BCFs). Overall, these values were low (Fig. 1), es-
pecially in spiked treatments (SP1 and SP10) where they ranged from 0.12
to 1.20 (average 0.39); in the TMW100 treatment, they ranged from 0 to
6.57 (average 1.82). The largest BCF values were observed for the
TMW100 treatment: BCF = 6.57 for SMZ in spinach-fed worms, BCF =
3.15 for TMP in radish-fed worms, and BCF = 2.11 for TMP in spinach-
fed worms. All other values were either very close to, or below, unity.

Mass balances for the experiments are shown in Table 5, indicating the
distribution of each antibiotic among the various compartments as a per-
centage of the mass added. Any unaccounted-for mass was assumed to
have degraded. Since no antibiotics were detected in the soil, plant, and
earthworm compartments in the TMW treatment, the entire (albeit low)
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added mass of each compound was assumed to have degraded. In TMW10
and TMW100, SMZ and SPD were found to have largely degraded (97.4 to
99.6 %), given the relatively small percentages observed in the soil, plant,
and earthworm compartments. In contrast, TMP was found in relatively
large quantities in the soil compartment (24.6 to 70.1%), although the per-
centages in the plant and earthworm compartments were again relatively
low.

4. Discussion

In concurrence with the results of Al-Farsi et al. (2018), our results es-
tablished that use of the TMWdid not lead to detectable levels of antibiotics
in the irrigated soils, i.e., no difference from the control. The reason for this
is that the TMW was collected from a modern state-of-the-art facility that
utilizes amembrane bioreactor for tertiarywater treatment. Such treatment
technologies are known to produce high-quality effluent with very low con-
taminant levels (Phoon et al., 2020). Thus, the trace amounts of antibiotics
added to the pot soils irrigatedwith the TMWwere likely diluted by the soil
mass, as well as potentially degraded by chemical and biological processes
Table 5
Mass balances for the experimental systems expressed as a percentage of the mass of ea

TMW TM

TMP SMZ SPD TM

Spinach Soil 0.00 % 0.00 % 0.00 % 37.
Plant 0.000 % 0.000 % 0.000 % 0.7
Earthworm 0.000 % 0.000 % 0.000 % 0.0
Degraded⁎ 100.00 % 100.00 % 100.00 % 61.

Radish Soil 0.00 % 0.00 % 0.00 % 56.
Plant 0.000 % 0.000 % 0.000 % 0.0
Earthworm 0.000 % 0.000 % 0.000 % 0.0
Degraded⁎ 100.00 % 100.00 % 100.00 % 43.

⁎ The degraded mass was assumed based on the difference between the mass added a
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in the soil, yielding non-detectable final soil concentrations. In contrast,
when the irrigation wastewater was amended with 10 and 100 μg L−1 an-
tibiotics (treatments TMW10 and TMW100), marked increases in soil anti-
biotic concentrations were found. Differences in soil concentrations among
the compounds can be accounted for by their degradation half-lives, as de-
termined in the batch degradation studies, as TMP= 115.5 d, SMZ= 5.26
d, and SPD= 5.16 d. As such, the much slower degradation of TMP led to
much greater final soil concentrations than those for the faster degrading
SMZ and SPD. However, even when taking into account the expected deg-
radation losses of the compounds, it is evident that the measured soil con-
centrations in the TMW10 and TMW100 treatments were far lower than
the theoretical values (Table 2). Since the additional losses cannot be en-
tirely accounted for by plant uptake (Table 5 and below), we hypothesize
that the compounds were actually degraded at a faster rate than that indi-
cated by the preliminary batch studies. For example, photodegradation of
the compounds in the soilwasmuchmore likely in the pot experiment (con-
ducted in a greenhouse) than it was in the preliminary batch degradation
study (conducted under dark conditions). Moreover, in the pot experiment,
the presence of roots within the soil may have increased the rate of degra-
dation of the compounds, perhaps owing to rhizosphere microbial activity
and/or chemical interactions with root exudates. This process may also
help explain the differences in soil concentrations between the radish and
spinach treatments as the two crops havemarkedly different root structures
and densities. Based on the relative differences between theoretical and
measured concentrations, these processes seemingly impacted the com-
pounds to differing extents, i.e., SPD was most affected, followed by SMZ
and then TMP.

The measured final soil concentrations offer a highly plausible general
explanation for the observed plant uptake patterns of the three compounds
in the TMW10 and TMW100 treatments. As noted by Carter et al. (2021),
the lack of uptake of some pharmaceuticals can be well explained by their
degradation in soils: in cases where the dissipation of a compound is rela-
tively rapid, its diminishing concentration in the soil matrix results in a
smaller fraction being available for plant uptake (Boxall et al., 2006;
Carter et al., 2014). As such, where degradation was slow and the soil con-
centrations remained relatively high (i.e., TMP), plant uptake and accumu-
lationwere consequently also relatively high; whereas SMZ and SPDuptake
had relatively low uptake and accumulation owing to their faster dissipa-
tion and lower concentrations within the soil. This is also supported by
the trend in decreasing plant concentrations matching that observed for
soils, i.e., TMP > SMZ > SPD.

The relationship between soil and plant concentrations is more mean-
ingfully expressed as the BAF, in which a value >1 is indicative of bioaccu-
mulation. As such, in all cases except TMP in radish, antibiotic
bioaccumulation was observed in the edible plant portions. The BAF values
ranged from 0.1 to 3.0 in radish and 17.2 to 162.4 in spinach. For TMP and
SMZ, Christou et al. (2017) reported BAF values of 0.18 to 6.44 and 0.47 to
5.41, respectively, for tomato fruits, which are comparable to the values
found herein for radish. However, Wu et al. (2014) found that these com-
pounds were not transferred (i.e., BAF= 0) from soil to various vegetables,
e.g., celery, lettuce, cabbage, spinach, carrot, cucumber, bell pepper, and to-
mato. Similarly, Goldstein et al. (2014) found that SMZ and SPD were not
ch antibiotic added.

W10 TMW100

P SMZ SPD TMP SMZ SPD

56 % 0.83 % 0.62 % 24.60 % 2.39 % 0.37 %
71 % 0.199 % 0.059 % 0.541 % 0.165 % 0.056 %
00 % 0.000 % 0.000 % 0.007 % 0.006 % 0.000 %
67 % 98.97 % 99.32 % 74.85 % 97.44 % 99.57 %
70 % 0.56 % 0.46 % 70.06 % 1.34 % 1.36 %
33 % 0.005 % 0.003 % 0.119 % 0.006 % 0.004 %
00 % 0.000 % 0.000 % 0.001 % 0.000 % 0.000 %
26 % 99.43 % 99.54 % 29.82 % 98.66 % 98.64 %

nd the amount found in each compartment.

Image of Fig. 1
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transferred from soil to cucumber and tomato. Therefore, compared with
other studies, our data indicate very high levels of TMP, SMZ, and SPD up-
take by spinach in our study. We believe this may have been in part due to
the optimal nutrient amendment of the TMWand the consequential rigor of
plant growth, both above and below ground, which would have stimulated
large transpiration fluxes and hence root uptake. The low concentration of
organicmatter content of our soil may also have increased compound avail-
ability for plant absorption.

The consistently higher level of uptake by spinach as compared with
radish is considered a result of the extent of overlap between the plant
roots and antibiotic soil distribution. Based on visual assessment, the spin-
ach roots explored the entire soil mass, whereas a single tap root with
only a small number (<10) of short (<20 mm) lateral roots extended from
the radish tuber; therefore, the spinach roots were likely subject to much
greater exposure to the antibiotic compounds. Overall, the BAFs showed
the opposite pattern to uptake concentrations, i.e., sulfa-compounds >
TMP. Therefore, although the TMP plant concentrations were higher, the
sulfa-compounds were taken up more efficiently by the plants despite
exhibiting lower soil concentrations. This was likely due to differences in
the partitioning of the compounds into the solution phase. For example,
the solid–liquid partitioning coefficients (Kd values; determined in prelimi-
nary experiments) for SMZ and SPD (1.32± 0.55mL g−1 and 1.03± 0.45
mLg−1, respectively)weremuch lower than that of TMP (28.92±4.01mL
g−1), which would be expected to facilitate root uptake of the sulfonamides
relative to TMP. Being ionic compounds, these antibiotics may exist as var-
ious species with different charges depending on soil pH. At the prevalent
pH of the experimental soil (pH = 7.2), TMP would be expected to exist
as approximately equal fractions of cationic and neutral species, whereas
SMX and SPD would be expected to exist mostly in anionic forms
(Kocarek et al., 2016). On this basis, SMZ and SPD would partition much
more readily into the liquid phase (owing to repulsion from the negatively
charged soil surfaces) where they would be available for root uptake. In
contrast, cationic TMP species would be expected to adsorb to the soil sur-
faces and possibly exterior root surfaces (Keerthanan et al., 2020; Zheng
and Guo, 2021) via ion exchange processes and thus be relatively less avail-
able to the plant. Collectively, these sorption and speciation characteristics
likely facilitated the higher BAFs found for the sulfonamides; however,
their rapid degradation in the soil clearly limited their overall uptake
(i.e., low plant tissue concentrations).

Transfers of contaminants from the roots of a plant to the above-ground
portion can be characterized by TFs, with values of <1 indicating a relative
accumulation of the antibiotics in the roots, i.e., the compounds are not effec-
tively translocated to the above-groundbiomass. In general, limited transloca-
tion was observed for SMZ and SPD in the current study. Low or absent root-
to-shoot translocation has been observed previously for several pharmaceuti-
cal compounds (Herklotz et al., 2010; Eggen et al., 2011) including sulfon-
amide antibiotics (Migliore et al., 1995; Pan et al., 2014; Kurwadkar et al.,
2017). The translocation of antibiotic compounds within a plant can be ex-
plained bymovement of the chemicals in the plant xylem—from the roots up-
wards toward aerial tissues—which is driven by the transpiration stream (Li
et al., 2018). Differences in translocation between compounds within the
same system (i.e., the same transpiration stream) may therefore be a result
of the chemical properties of the compounds and their interactions with
plant cells (Pan et al., 2014; Carter et al., 2021). For example, Michelini
et al. (2014) reported that the localization of sulfonamide compounds in
roots could be due to possible metabolic transformation of the compounds
or to protein binding in the roots. In contrast, TMP appeared to be readily
translocated to the shoots, especially in spinach, suggesting that the chemical
processes limiting the translocation of SMZ and SPD may not have impacted
TMP in the same way, i.e., TMP was readily transported with the xylem flux.
Consistently, the TF values were greater for spinach than radish (especially
for TMP), which is likely a result of differences in the above/below ground
biomass ratios of the two vegetables, which were 11.06 (±2.90) for spinach
and just 0.26 (±0.08) for radish; therefore, a greater upward flux to the
above ground biomass in spinach likely facilitated root-to-shoot translocation
of the antibiotics.
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No antibiotics were detected in the earthworms in the control and
TMW10 treatments. In the TMW100 treatment, the tissue concentrations
of the earthworms were relatively low (non-detectable to 15.8 ng g−1),
whereas in the spiked vegetable treatments (SP1 and SP10) the earthworm
tissue concentrations ranged from 2.6 to 65.7 ng g−1. In general, a low veg-
etable antibiotic concentration led to non-detectable levels in earthworm
tissues. Our data indicate that antibiotic compounds can be transferred
from vegetable material to animal tissues, provided that their concentra-
tions in the food source are relatively high. There is a paucity of information
on the uptake of antibiotics (and other organic compounds) from vegetable
material into earthworms. Typically, earthworm uptake experiments have
focused on transfers from contaminated soils, and although such research
has been conducted for a range of pharmaceutical compounds, there is
again a lack of information for antibiotics. For earthworm uptake of phar-
maceuticals from soils, Carter et al. (2016) reported BCFs of 7.02–69.57
for diclofenac, 30.50–115.88 for orlistat, 14.09–20.42 for fluoxetine, and
1.05–1.61 for carbamazepine, which are typically greater than the BCF
values found herein (0.12–6.57) for earthworm uptake from the soil/vege-
table mixtures. As such, it is evident that the antibiotics overall showed a
relatively low propensity for bioaccumulation in earthworm tissues. Inter-
estingly, the BCF values for the spiked treatments (SP1 and SP10) were
much lower than those for the TMW100 treatment, suggesting that when
the compounds were taken up into the plant tissues (rather than being
spiked onto the exterior surfaces), they were more bioavailable to the
worms. Indeed, this treatment resulted in the largest BCF values: BCF =
6.57 for SMZ and BCF = 2.11 for TMP (both in spinach-fed worms) and
BCF = 3.15 for TMP in radish-fed worms. Although these values are rela-
tively low compared to those for many other organic compounds (Carter
et al., 2016), they demonstrate a potential for these antibiotic compounds
in vegetable materials to be transferred to, and in certain cases
bioaccumulate in, animal tissues, i.e., to pass between trophic levels. To
our knowledge, this is the first study to provide experimental data on this
pathway for antibiotic compounds.

The presence of antibiotic-resistance determinants in food chains is cur-
rently a major safety concern; therefore, understanding how antibiotic com-
pounds are transferred through such systems is important as this may be a
key driver of resistance development within each compartment. Importantly,
our data suggest that the use of a highly processed (e.g., membrane
bioreactor-treated) wastewater for crop irrigation likely limits the dissemina-
tion of antibiotics through agricultural systems by reducing the initial input in
the irrigationwater. However, it was also apparent that the use of wastewater
with higher (spiked) antibiotic concentrations led to significant antibiotic in-
puts to soil, which, in some cases, resulted in transfers through the
wastewater–soil–plant–earthworm continuum. Therefore, less processed
TMWs, with relatively high antibiotic concentrations (e.g., >10 μg L−1),
may represent a risk to agricultural systems. High initial inputs, slow soil deg-
radation, and chemical speciation of the antibiotics, coupled with an exten-
sive plant root distribution, were seemingly important factors enhancing the
uptake of antibiotics into crops. Transfers fromvegetablematerials into earth-
worms were low but showed a potential for bioaccumulation depending on
the concentration of the antibiotics in the TMW. Although the masses of anti-
biotics transferred through this continuum were very small relative to the
amounts added via the (spiked) TMWs (Table 5), it is noted that small and
consistent inputs of antibiotics to a biological compartment may be sufficient
to induce the development of antibiotic resistance. While far beyond the
scope of the current study, the potential for antibiotic transfers across trophic
levels may have important implications for human health risks when associ-
ated with high concentrations of antibiotics in irrigation water and the devel-
opment of antibiotic resistance.

CRediT authorship contribution statement

Daniel J. Ashworth: Conceptualization, Funding acquisition, Investi-
gation, Resources, Supervision, Writing – original draft. Abasiofiok M.
Ibekwe: Conceptualization, Funding acquisition, Resources, Writing –
review & editing. Yujie Men: Conceptualization, Funding acquisition,



D.J. Ashworth et al. Science of the Total Environment 858 (2023) 159841
Resources, Writing – review& editing. Jorge F.S. Ferreira: Conceptualiza-
tion, Funding acquisition, Resources, Writing – review & editing.

Data availability

Data will be made available on request.

Declaration of competing interest

The authors declare that they have no known competing financial inter-
ests or personal relationships that could have appeared to influence the
work reported in this paper.

Acknowledgments

The authors greatly appreciate the excellent technical support of
Qiaoping Zhang, Stanley Park, Xuan Liu, and Layton Chhour. This research
was supported by USDA-ARS NP212 Project #2036-12320-011-000-D and
USDA-AFRI-NIFA Project #2021-68015-33505. Mention of trade names or
commercial products in this publication is solely for the purpose of provid-
ing specific information and does not imply recommendation or endorse-
ment by the U.S. Department of Agriculture. The U.S. Department of
Agriculture (USDA) prohibits discrimination in all its programs and activi-
ties on the basis of race, color, national origin, age, disability, andwhere ap-
plicable, sex, marital status, familial status, parental status, religion, sexual
orientation, genetic information, political beliefs, reprisal, or because all or
part of an individual's income is derived from any public assistance
program.

References

Al-Farsi, R., Ahmed, M., Al-Busaidi, A., Choudri, B.S., 2018. Assessing the presence of pharma-
ceuticals in soil and plants irrigated with treated wastewater in Oman. Int. J. Recycl. Org.
Waste Agric. 7 (2), 165–172. https://doi.org/10.1007/s40093-018-0202-1.

Arnold, R.E., Hodson, M.E., 2007. Effect of time and mode of depuration on tissue copper con-
centrations of the earthworms Eisenia andrei, Lumbricus rubellus and Lumbricus
terrestris. Environ. Pollut. 148 (1), 21–30.

Berge, A., Vulliet, E., 2015. Development of a method for the analysis of hormones and phar-
maceuticals in earthworms by quick, easy, cheap, effective, rugged, and safe (QueChERS)
extraction followed by liquid chromatography-tandem mass spectrometry (LC-MS/MS).
Anal. Bioanal. Chem. 407, 7995–8008.

Ben Mordechay, E., Mordehay, V., Tarchitzky, J., Chefetz, B., 2021. Pharmaceuticals in edible
crops irrigated with reclaimed wastewater: evidence from a large survey in Israel.
J. Hazard. Mater. 15 (416), 126184. https://doi.org/10.1016/j.jhazmat.2021.126184.

Ben Mordechay, E., Mordehay, V., Tarchitzky, J., Chefetz, B., 2022. Fate of contaminants of
emerging concern in the reclaimed wastewater-soil-plant continuum. Sci. Total Environ.
20 (822), 153574. https://doi.org/10.1016/j.scitotenv.2022.153574.

Boxall, A.B.A., Johnson, P., Smith, E.J., Sinclair, C.J., Stutt, E., Levy, L.S., 2006. Uptake of vet-
erinary medicines from soils into plants. J. Agric. Food Chem. 54 (6), 2288–2297.
https://doi.org/10.1021/jf053041t.

Carter, L.J., Williams, M., Sallach, J.B., 2021. Uptake and effects of pharmaceuticals in the
soil-plant-earthworm system. Handbook of Environmental Chemistry. 103,
pp. 175–220. https://doi.org/10.1007/698_2020_617.

Carter, L.J., Ryan, J.J., Boxall, A.B.A., 2016. Effects of soil properties on the uptake of pharma-
ceuticals into earthworms. Environ. Pollut. 213, 922–931. https://doi.org/10.1016/j.
envpol.2016.03.044.

Carter, L.J., Harris, E., Williams, M., Ryan, J., Kookana, R.S., Boxall, A.B.A., 2014. Fate and
uptake of pharmaceuticals in soil-plant systems. J. Agric. Food Chem. 62 (4), 816–825.
https://doi.org/10.1021/jf404282y.

Christou, A., Aguera, A., Bayona, J.M., Cytryn, E., Fotopoulos, V., Lambropoulou, D., Manaia,
C.M., Michael, C., Revitt, M., Schroeder, P., Fatta-Kassinos, D., 2017. The potential impli-
cations of reclaimed wastewater reuse for irrigation on the agricultural environment: the
knowns and unknowns of the fate of antibiotics and antibiotic resistant bacteria and resis-
tance genes - a review. Water Res. 123, 448–467. https://doi.org/10.1016/j.watres.
2017.07.004.

Eggen, T., Asp, T.N., Grave, K., Hormazabal, V., 2011. Uptake and translocation of metformin,
ciprofloxacin and narasin in forage- and crop plants. Chemosphere 85 (1), 26–33. https://
doi.org/10.1016/j.chemosphere.2011.06.041.

Fatta-Kassinos, D., Kalavrouziotis, I.K., Koukoulakis, P.N., Vasquez, M.I., 2011. The risks asso-
ciated with wastewater reuse and xenobiotics in the agroecological environment. Sci.
Total Environ. 409 (19), 3555–3563. https://doi.org/10.1016/j.scitotenv.2010.03.036.

Goldstein, M., Shenker, M., Chefetz, B., 2014. Insights into the uptake processes of
wastewater-borne pharmaceuticals by vegetables. Environ. Sci. Technol. 48 (10),
5593–5600. https://doi.org/10.1021/es5008615.

Gottschall, N., Topp, E., Metcalfe, C., Edwards, M., Payne, M., Kleywegt, S., Russell, P., Lapen,
D.R., 2012. Pharmaceutical and personal care products in groundwater, subsurface
8

drainage, soil, and wheat grain, following a high single application of municipal biosolids
to a field. Chemosphere 87 (2), 194–203. https://doi.org/10.1016/j.chemosphere.2011.
12.018.

Grossberger, A., Hadar, Y., Borch, T., Chefetz, B., 2014. Biodegradability of pharmaceutical
compounds in agricultural soils irrigated with treated wastewater. Environ. Pollut. 185,
168–177. https://doi.org/10.1016/j.envpol.2013.10.038.

Hartenstein, F., Hartenstein, E., Hartenstein, R., 1981. Gut load and transit time in the earth-
worm Eisenia foetida. Pedobiologia 22 (1), 5–20.

Herklotz, P.A., Gurung, P., Heuvel, B.vanden, Kinney, C.A., 2010. Uptake of human pharma-
ceuticals by plants grown under hydroponic conditions. Chemosphere 78 (11),
1416–1421. https://doi.org/10.1016/j.chemosphere.2009.12.048.

HM Government and Wellcome Trust, 2014. Review on antimicrobial resistance. Antimicro-
bial resistance: tackling a crisis for the health and wealth of nations. https://amr-
review.org/sites/default/files/AMR%20Review%20Paper%20-%20Tackling%20a%
20crisis%20for%20the%20health%20and%20wealth%20of%20nations_1.pdf Accessed
02/21/2020.

IPCC, 2009. Intergovernmental Panel on Climate Change. URL http://www.ipcc.ch Accessed
07/16/2015.

Keerthanan, S., Jayasinghe, C., Biswas, J.K., Vithanage, M., 2020. Pharmaceutical and per-
sonal care products (PPCPs) in the environment: plant uptake, translocation, bioaccumu-
lation, and human health risks. Crit. Rev. Environ. Sci. Technol. 51 (12), 1221–1258.

Kinney, C.A., Furlong, E.T., Werner, S.L., Cahill, J.D., 2006. Presence and distribution of
wastewater-derived pharmaceuticals in soil irrigated with reclaimed water. Environ.
Toxicol. Chem. 25 (2), 317–326. https://doi.org/10.1897/05-187R.1.

Kinney, C.A., Furlong, E.T., Kolpin, D.W., Burkhardt, M.R., Zaugg, S.D., Werner, S.L., Bossio,
J.P., Benotti, M.J., 2008. Bioacumulation of pharmaceuticals and other anthropogenic
waste indicators in earthworms from agricultural soil amended with biosolids or swine
manure. Environ. Sci. Technol. 42, 1863–1870.

Kocarek, M., Kodesova, R., Vondrackova, L., Golovko, O., Fer, M., Klement, A., Nikodem, A.,
Jaksik, O., Grabic, R., 2016. Simultaneous sorption of four ionizable pharmaceuticals in
different horizons of three soil types. Environ. Pollut. 218, 563–573. https://doi.org/
10.1016/j.envpol.2016.07.039.

Kolpin, D.W., Furlong, E.T., Meyer, M.T., Thurman, E.M., Zaugg, S.D., Barber, L.B., Buxton,
H.T., 2002. Pharmaceuticals, hormones, and other organic wastewater contaminants in
US streams, 1999–2000: a national reconnaissance. Environ. Sci. Technol. 36 (6),
1202–1211. https://doi.org/10.1021/es011055j.

Kurwadkar, S., Struckhoff, G., Pugh, K., Singh, O., 2017. Uptake and translocation of sulfa-
methazine by alfalfa grown under hydroponic conditions. J. Environ. Sci. 53, 217–223.
https://doi.org/10.1016/j.jes.2016.04.019.

Li, M., Ding, T., Wang, H., Wang, W., Li, J., Ye, Q., 2018. Uptake and translocation of C-14-
carbamazepine in soil-plant systems. Environ. Pollut. 243 (B), 1352–1359. https://doi.
org/10.1016/j.envpol.2018.09.079.

Lin, K., Gan, J., 2011. Sorption and degradation of wastewater-associated non-steroidal anti-
inflammatory drugs and antibiotics in soils. Chemosphere 83 (3), 240–246. https://doi.
org/10.1016/j.chemosphere.2010.12.083.

Michael, I., Hapeshi, E., Michael, C., Varela, A.R., Kyriakou, S., Manaia, C.M., Fatta-Kassinos,
D., 2012. Solar photo-Fenton process on the abatement of antibiotics at a pilot scale: deg-
radation kinetics, ecotoxicity and phytotoxicity assessment and removal of antibiotic re-
sistant enterococci. Water Res. 46 (17), 5621–5634. https://doi.org/10.1016/j.watres.
2012.07.049.

Michelini, L., Gallina, G., Capolongo, F., Ghisi, R., 2014. Accumulation and response of willow
plants exposed to environmental relevant sulfonamide concentrations. Int.
J. Phytoremediat. 16 (9), 947–961. https://doi.org/10.1080/15226514.2013.810576.

Migliore, L., Brambilla, G., Cozzolino, S., Gaudio, L., 1995. Effect on plants of sulfadimethox-
ine used in intensive farming (Panicum miliacaum, Pisum sativum and Zea mays). Agric.
Ecosyst. Environ. 52 (2–3), 103–110. https://doi.org/10.1016/0167-8809(94)00549-T.

Murray, C.J.L., Ikuta, K.S., Fablina, Sharara, Swetschinski, L., Aguilar, G.R., Gray, A., Han, C.,
Bisignano, C., Rao, P., Wool, E., Johnson, S.C., Browne, A.J., Chipeta, M.G., Fell, F.,
Hackett, S., Haines-Woodhouse, G., Hamadani, B.H.K., Kumaran, E.A.P., McManigal, B.,
Agarwal, R., Collabora, A.R., 2022. Global burden of bacterial antimicrobial resistance
in 2019: a systematic analysis. Lancet 399 (10325), 629–655. https://doi.org/10.1016/
S0140-6736(21)02724-0.

OECD, 2010. OECD Guidelines for the Testing of Chemicals: Bioaccumulation in Terrestrial
Oligochaetes. OECD Publishing, p. 30.

Pan, M., Chu, L.M., 2017. Fate of antibiotics in soil and their uptake by edible crops. Sci. Total
Environ. 599, 500–512. https://doi.org/10.1016/j.scitotenv.2017.04.214.

Pan, M., Wong, C.K.C., Chu, L.M., 2014. Distribution of antibiotics in wastewater-irrigated
soils and their accumulation in vegetable crops in the Pearl River Delta, southern
China. J. Agric. Food Chem. 62 (46), 11062–11069. https://doi.org/10.1021/jf503850v.

Petrie, B., Barden, R., Kasprzyk-Hordern, B., 2015. A review on emerging contaminants in
wastewaters and the environment: current knowledge, understudied areas and recom-
mendations for future monitoring. Water Res. 72 (SI), 3–27. https://doi.org/10.1016/j.
watres.2014.08.053.

Phoon, B.L., Ong, C.C., Mohamed, Saheed Mohamed Shuaib, Show, P.-L., Chang, J.-S., Ling,
T.C., Lam, S.S., Juan, J.C., 2020. Conventional and emerging technologies for removal
of antibiotics from wastewater. J. Hazard. Mater. 400. https://doi.org/10.1016/j.
jhazmat.2020.122961.

Shore, R.F., Taggart, M.A., Smits, J., Mateo, R., Richards, N.L., Fryday, S., 2014. Detection and
drivers of exposure and effects of pharmaceuticals in higher vertebrates. Philos. Trans. R.
Soc. B Biol. Sci. 369.

Su, J.Q., An, X.L., Li, B., Chen, Q.L., Gillings, M.R., Chen, H., Zhang, T., Zhu, Y.G., 2017.
Metagenomics of urban sewage identifies an extensively shared antibiotic resistome in
China. Microbiome 5. https://doi.org/10.1186/s40168-017-0298-y.

Thiele-Bruhn, S., Seibicke, T., Schulten, H.R., Leinweber, P., 2004. Sorption of sulfonamide
pharmaceutical antibiotics on whole soils and particle-size fractions. J. Environ. Qual.
33 (4), 1331–1342. https://doi.org/10.2134/jeq2004.1331.

https://doi.org/10.1007/s40093-018-0202-1
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853587674
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853587674
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853587674
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854038224
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854038224
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854038224
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854038224
https://doi.org/10.1016/j.jhazmat.2021.126184
https://doi.org/10.1016/j.scitotenv.2022.153574
https://doi.org/10.1021/jf053041t
https://doi.org/10.1007/698_2020_617
https://doi.org/10.1016/j.envpol.2016.03.044
https://doi.org/10.1016/j.envpol.2016.03.044
https://doi.org/10.1021/jf404282y
https://doi.org/10.1016/j.watres.2017.07.004
https://doi.org/10.1016/j.watres.2017.07.004
https://doi.org/10.1016/j.chemosphere.2011.06.041
https://doi.org/10.1016/j.chemosphere.2011.06.041
https://doi.org/10.1016/j.scitotenv.2010.03.036
https://doi.org/10.1021/es5008615
https://doi.org/10.1016/j.chemosphere.2011.12.018
https://doi.org/10.1016/j.chemosphere.2011.12.018
https://doi.org/10.1016/j.envpol.2013.10.038
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270848555203
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270848555203
https://doi.org/10.1016/j.chemosphere.2009.12.048
https://amr-review.org/sites/default/files/AMR%20Review%20Paper%20-%20Tackling%20a%20crisis%20for%20the%20health%20and%20wealth%20of%20nations_1.pdf
https://amr-review.org/sites/default/files/AMR%20Review%20Paper%20-%20Tackling%20a%20crisis%20for%20the%20health%20and%20wealth%20of%20nations_1.pdf
https://amr-review.org/sites/default/files/AMR%20Review%20Paper%20-%20Tackling%20a%20crisis%20for%20the%20health%20and%20wealth%20of%20nations_1.pdf
http://www.ipcc.ch
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270848594722
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270848594722
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270848594722
https://doi.org/10.1897/05-187R.1
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854472798
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854472798
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270854472798
https://doi.org/10.1016/j.envpol.2016.07.039
https://doi.org/10.1016/j.envpol.2016.07.039
https://doi.org/10.1021/es011055j
https://doi.org/10.1016/j.jes.2016.04.019
https://doi.org/10.1016/j.envpol.2018.09.079
https://doi.org/10.1016/j.envpol.2018.09.079
https://doi.org/10.1016/j.chemosphere.2010.12.083
https://doi.org/10.1016/j.chemosphere.2010.12.083
https://doi.org/10.1016/j.watres.2012.07.049
https://doi.org/10.1016/j.watres.2012.07.049
https://doi.org/10.1080/15226514.2013.810576
https://doi.org/10.1016/0167-8809(94)00549-T
https://doi.org/10.1016/S0140-6736(21)02724-0
https://doi.org/10.1016/S0140-6736(21)02724-0
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270849289505
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270849289505
https://doi.org/10.1016/j.scitotenv.2017.04.214
https://doi.org/10.1021/jf503850v
https://doi.org/10.1016/j.watres.2014.08.053
https://doi.org/10.1016/j.watres.2014.08.053
https://doi.org/10.1016/j.jhazmat.2020.122961
https://doi.org/10.1016/j.jhazmat.2020.122961
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270850207703
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270850207703
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270850207703
https://doi.org/10.1186/s40168-017-0298-y
https://doi.org/10.2134/jeq2004.1331


D.J. Ashworth et al. Science of the Total Environment 858 (2023) 159841
World Health Organization, 2017. G20 leaders make historic commitment to combat AMR and
TB in declaration. https://www.who.int/tb/features_archive/G20_leaders_commitment_
end_TB/en/ Accessed: 02/21/2020.

World Health Organization, 2018. Antimicrobial resistance. https://www.who.int/news-
room/fact-sheets/detail/antimicrobial-resistance Accessed: 02/21/2020.

Wu, X., Conkle, J.L., Ernst, F., Gan, J., 2014. Treated wastewater irrigation: uptake of pharma-
ceutical and personal care products by common vegetables under field conditions. Envi-
ron. Sci. Technol. 48 (19), 11286–11293.

Wu, X., Ernst, F., Conkle, J.L., Gan, J., 2013. Comparative uptake and translocation of phar-
maceuticals and personal care products (PPCPs) by common vegetables. Environ. Int.
60, 15–22.
9

WWAP, 2012. World Water Assessment Program. URL http://www.unesco.org/new/en/
natural-sciences/environment/water/wwap Accessed 07/16/2016.

Xing, Y., Yu, Y., Men, Y., 2018. Emerging investigator series: occurrence and fate of emerging
organic contaminants in wastewater treatment plants with an enhanced nitrification step.
Environ. Sci. Water Res. Technol. 4, 1412–1426.

Zheng, W., Wiles, K.N., Dodgen, L., 2016. Uptake And Accumulation of Pharmaceuticals And
Hormones in Vegetables After Irrigation With Reuse Water. ISTC Reports RR-133. Illinois
Sustainable Technology Center, p. 49.

Zheng, W., Guo, M., 2021. Soil-plant transfer of pharmaceuticals and personal care products.
Curr. Pollut. Rep. 7 (4), 510–523. https://doi.org/10.1007/s40726-021-00207-2.

https://www.who.int/tb/features_archive/G20_leaders_commitment_end_TB/en/
https://www.who.int/tb/features_archive/G20_leaders_commitment_end_TB/en/
https://www.who.int/news-room/fact-sheets/detail/antimicrobial-resistance
https://www.who.int/news-room/fact-sheets/detail/antimicrobial-resistance
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270855587631
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270855587631
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270855587631
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270856013710
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270856013710
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270856013710
http://www.unesco.org/new/en/natural-sciences/environment/water/wwap
http://www.unesco.org/new/en/natural-sciences/environment/water/wwap
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270851026121
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270851026121
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270851026121
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853172176
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853172176
http://refhub.elsevier.com/S0048-9697(22)06941-8/rf202210270853172176
https://doi.org/10.1007/s40726-021-00207-2

	Dissemination of antibiotics through the wastewater–soil–plant–earthworm continuum
	1. Introduction
	2. Methods
	2.1. Soil, wastewater, chemicals, earthworms
	2.2. Plant uptake experiments
	2.3. Earthworm uptake experiments
	2.4. Plant material extraction
	2.5. Soil extraction
	2.6. Earthworm extraction
	2.7. Determination of antibiotic degradation half-lives in the experimental soil
	2.8. Antibiotic compounds analyses
	2.8.1. Qualitative analysis by high resolution LC–MS/MS
	2.8.2. Quantitative analysis by triple quadrupole LC–MS/MS


	3. Results
	3.1. Plant uptake experiments
	3.1.1. Wastewater and soil antibiotic concentrations
	3.1.2. Plant uptake of antibiotics

	3.2. Earthworm uptake experiments

	4. Discussion
	CRediT authorship contribution statement
	Declaration of competing interest
	Acknowledgments
	References




