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Curriculum Vitae for Yniv Palti 
 
Address 
USDA-ARS-NCCCWA, 11861 Leetown Road, Kearneysville, WV 25430. 
Fax:  304-725-0351 
Work Tel.: 304-724-8340 ext. 2134 
e-mail: yniv.palti@ ars.usda.gov 
 
Current Position: Research Geneticist (since Sep. 2001); Lead Scientist of the Genomics Unit 

(since April 2008) 
 
Research Interests and Ongoing Projects in my Lab: 
My main focus is in developing genomic tools and protocols for improving selective breeding 
strategies in aquaculture, primarily in rainbow trout and other salmonids.  I am also interested in 
using genomics and genetics to dissect complex traits and improve our knowledge of the underline 
fish biology and physiology.  Current ongoing projects in my lab and in collaboration with other 
labs include: 

- Generating an improved reference genome map for rainbow trout. 
- Evaluating and optimizing genomic selection strategies for disease resistance in rainbow 

trout aquaculture breeding programs. 
- Conduct genome-wide association analyses to identify SNPs and genome regions affecting 

disease resistance and other aquaculture production traits in rainbow trout aquaculture 
breeding programs.  Current ongoing traits: columnaris disease (CD) resistance and 
infectious haematopoietic necrosis virus (IHNV) resistance. 

- Fine mapping of previously identified QTL in the NCCCWA rainbow trout germplasm and 
chromosome walking to identify the causative genes and alleles affecting variation in 
resistance to bacterial cold water disease (BCWD). 

 
University Education and Additional Training 
2000 - 2001 Research Associate, Cardeza Foundation for Hematologic Research, Thomas 

Jefferson University, Philadelphia, PA, USA.  
1999 – 2000 Visiting Lecturer and Head of the DNA Analysis and Sequencing Unit, Dept. of 

Food Engineering and Biotechnology, Technion – Israel Institute of Technology, 
Haifa, Israel. 

1998 – 1999 Postdoctoral fellow, Animal Science Institute, Agricultural Research Organization, 
Beit-Dagan, Israel.  

1994 - 1997 Ph.D., Genetics & Cell Biology, Washington State University, Pullman, WA, USA.  
1992 - 1994 M.S., Genetics & Cell Biology, Washington State University, Pullman, WA, USA.  
1988 - 1991 B.Sc., Economics, Faculty of Agriculture of the Hebrew University of Jerusalem, 

Rehovot, Israel. 
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